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ASGETAPSRQEALSAESVLTSDNAVKKSQLIGKTGNS ILAEWN
NTDB id 59123 MSA RS04940 WP 016480695.1 MTKKQKQITASIVTLLFSLLAIGLGESKSLPNDHILKQVTDLIISNESGKNTSLKNISGTPSRELSESVLTSNVKKQLGTNIAWN 85
NTDB id 262 KZH43 RS08770 WP 001036779.1 MNKKTRQTLIGLLV..LLLLSTGSYYIKQMPSAPN..........SPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWN 73
NTDB id 221 SPD RS09380 WP 001036779.1 MNKKTRQTLIGLLV..LLLLSTGSYYIKQMPSAPN..........SPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWN 73
NTDB id 187 SPR RS08930 WP 001036779.1 MNKKTRQTLIGLLV..LLLLSTGSYYIKQMPSAPN..........SPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWN 73
NTDB id 152 SP RS09870 WP 001036779.1 MNKKTRQTLIGLLV..LLLLSTGSYYIKQMPSAPN..........SPKTNLSQKKQASEAPSQALAESVLTDAVKSQIKGSLEWN 73
consensus !*!!**!******* **!!**!****!**!**** *********!**!**!!**!*!!!!!**!!*!******!!
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NTDB id 59123 MSA RS04940 WP 016480695.1 QSGAFIINQNKTDLNAKVSSAPYAINEIKKVNNQIVPTKANALLTKATRQYRNREETGNGRTYWKPAGWHQINGLKGSYNHAVDR 170
NTDB id 262 KZH43 RS08770 WP 001036779.1 GSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDR 158
NTDB id 221 SPD RS09380 WP 001036779.1 GSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDR 158
NTDB id 187 SPR RS08930 WP 001036779.1 GSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDR 158
NTDB id 152 SP RS09870 WP 001036779.1 GSGAFIVNGNKTNLDAKVSSKPYADNKTKTVGKETVPTVANALLSKATRQYKNRKETGNGSTSWTPPGWHQVKNLKGSYTHAVDR 158
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logo GHL ILGYAL IGSGLRDGFDASTSNPKNIATVQATAWANQANQSANEQYSTGQNYYETSLKVRKALDRQHNKTRVRYRVTL IYYDARSNDENDLLVSPSGASHQI EAKS
NTDB id 59123 MSA RS04940 WP 016480695.1 GHLIGYALIGSLRGFDASTSNPKNIATQAAWANQANSNQSTGQNYYETLVRKALDRHKTVRYRVTLIYDR.DNLLSSGSHIEAKS 254
NTDB id 262 KZH43 RS08770 WP 001036779.1 GHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEAKS 243
NTDB id 221 SPD RS09380 WP 001036779.1 GHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEAKS 243
NTDB id 187 SPR RS08930 WP 001036779.1 GHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEAKS 243
NTDB id 152 SP RS09870 WP 001036779.1 GHLLGYALIGGLDGFDASTSNPKNIAVQTAWANQAQAEYSTGQNYYESKVRKALDQNKRVRYRVTLYYASNEDLVPSASQIEAKS 243
consensus !!!*!!!!!!*!*!!!!!!!!!!!!!*!*!!!!!!****!!!!!!!!**!!!!!!**!*!!!!!!!*!*****!**!*!*!!!!!
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NTDB id 59123 MSA RS04940 WP 016480695.1 SDGSLEFNVFIPNVQSGLLFDYATGKVKQIK 285
NTDB id 262 KZH43 RS08770 WP 001036779.1 SDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 221 SPD RS09380 WP 001036779.1 SDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 187 SPR RS08930 WP 001036779.1 SDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
NTDB id 152 SP RS09870 WP 001036779.1 SDGELEFNVLVPNVQKGLQLDYRTGEVTVTQ 274
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