
logo MSDNRSTHYI
LEEKYQTWDLTTI

VFATDAEDLWETEVYEVESLTTVQADI
L
D
K
D
KAKSAGFYASGHLLDSASKQNSLLEGAITELVEYLMDSLMSRRLEKI

VYVYASMKNDQDTTV
NTDB id 59121 MSA RS04615 WP 016480662.1 MSDNRSYIEEKYQWDLTTVFATDELWETEVVELTQAIDDAKGFSGHLLDSSQSLLEITEVELDLSRRLEKVYVYASMKNDQDTTV 85
NTDB id 480 HSISS4 RS02090 WP 002890133.1 MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASMKNDQDTTV 85
consensus !!!!!***!!!! !!!!!*!!!! !!!! ! * ! ** !!!!!! !! !!* * ! !!!!!*!!!!!!!!!!!!!!

logo

A
G
K
LYQEFYQAKASTANLYASKQFLSEATFASFYFYEPEFLLMAQLDSDEKSDKLYAQESFKLELEQEMPDGLGQKLYDHFYFEKR I

L
F
LANKDPHVLSQENAEEELLAAGAGSDE I FGNAGAPGTDET

NTDB id 59121 MSA RS04615 WP 016480662.1 AKYQEFQAKATALYAKFSETFSFYEPELLQLSESDYQSFLLEMPDLQKYDHFFEKIFANKPHVLSQNEEELLAGASEIFGAAGET 170
NTDB id 480 HSISS4 RS02090 WP 002890133.1 GLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAAGDIFNGPTDT 170
consensus * !!!*!!!!* !! !! ! **!!! * ! * ! ! ! !!!*!!** !!!*!!!!! !!!!!*! *!! ** *!

logo FENI
VLDNADI

M
L
VFPVWVKSDNAGKQGDEEVVELTHGNF I STLMESKSDRDTI

VRKEGAYEQAMYGSTYEQFQHTYAKQTLQGTNVVKSVHQNFYKQAKRVHRHYNQSARHQAS
NTDB id 59121 MSA RS04615 WP 016480662.1 FEILDNADMVFPVVKNAKGEEVELTHGNFISLMESSDRTVRKEAYQAMYSTYEQFQHTYAKTLQTNVKSQNFKARVHHYQSARQS 255
NTDB id 480 HSISS4 RS02090 WP 002890133.1 FNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVHNYQAKVRHYNSARHA 255
consensus ! *!!!!!**!! ! * !* !!!!!!!!!*!!!! !! *!! !! !!! !!!!!!!!!! !!! !! *!* !*!*!!*!!!*

logo ALASANF IPEESVYDESTL ILEKSTVNHKHLPLLHRYLMDKLRKQKVLGLDDELKMYDVYTPLSEQMTDEMTASFLTYDEEASLKKASEEVLAI FGEAEYSEKGRVHARA
NTDB id 59121 MSA RS04615 WP 016480662.1 ALSANFIPEEVYETLIKTVNHHLPLLHRYMKLRQKVLGLDDLKMYDVYTPLSQMDMSFTYDEALKKSEEVLAIFGEAYSERVHRA 340
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETETALTYEESLKKAEEVLAIFGEEYSKGVHAA 340
consensus !! !!!!!! !!**!* *!!*!!!!!!!!* !! !!!!!!*!!!!!!!!!!! * !!*! !!! !!!!!!!!! !! !! !

logo FTERWIDVHPVNKGKRSGAYSGGASYDTNAFMLLNWQDTLDNLFYTLVHETGHSLHSTFTREQNTQPYVYGDYPS I FLAE IASTTNENI LT
NTDB id 59121 MSA RS04615 WP 016480662.1 FTERWIDVHVNKGKRSGAYSGGSYDTNAFMLLNWQDTLDNLYTLVHETGHSLHSTFTRENQPYVYGDYSIFLAEIASTTNENILT 425
NTDB id 480 HSISS4 RS02090 WP 002890133.1 FTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQTQPYVYGDYPIFLAEIASTTNENILT 425
consensus !!!!!!!!!*!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!! !!!!!!!!*!!!!!!!!!!!!!!!!

logo ETLLKEVKDDKNTRFAI LNHYLDGFKGTI
VFRQTQFAEFEHAIHEVADAQESGQI

VLTASDEFYLMNKNLYADELNEKYYGNLKTAKEDNHYEF IQFYEWAER I
NTDB id 59121 MSA RS04615 WP 016480662.1 ETLLKEVKDDKNRFAILNHYLDGFKGTIFRQTQFAEFEHAIHVADQEGQVLTSEYLNNLYAELNEKYYGLTKEDNHFIQYEWARI 510
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADFMNKLYADLNEKYYNLKAEDNYEIQFEWERI 510
consensus !!!!!!!!!!! !!!!!!!!!!!!!!!*!!!!!!!!!!!!!! !! !!*!! ***! !!!*!!!!!! ! !!!* !!*!! !!

logo PHFYMYNYYVFYQYATGFAAANSYLAEKR IVHNGNTEPEDKEAYLNTYLKAGNSSDYPLENVIAKKAGVDMTNSATDYLDAAFKRVFEDERLVELEANLVE
NTDB id 59121 MSA RS04615 WP 016480662.1 PHFYYNYYVFQYATGFAAANYLAERIVNGNPEDKEAYLNYLKAGNSDYPLNVIAKAGVDMTSADYLDAAFRVFEERLVELENLVE 595
NTDB id 480 HSISS4 RS02090 WP 002890133.1 PHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDRLVELEALVE 595
consensus !!!! !!!!*!!!!!!!!! !!!!*!!*! *!!!!!!! !!!!! !!!!! !! !!!!!!! !!!!!!!*!!!*!!!!!! !!!



logo KGVHLNDS
NTDB id 59121 MSA RS04615 WP 016480662.1 KGVHND 601
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KGVHLS 601
consensus !!!!
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