
logo

MAEEKKSKK
M
L
S
D
P
N
SRETEHLVEKEQEKDYTWDRLETDTI FAPSTDADADWESETEFYEQASTVKVEQDLLKPKALSAEFYAKGHRLGLDHSADKDNLLYEGALTETLYQYDMKSLVMERRLEGKI

LYTVYAHSM
NTDB id 58991 BALI RS06755 WP 023856662.1 MAEEKKSKKLPSREEVKQEDTWRLEDIFPSDDAWSEEFQAVKELLPKLSEFKGRLGHSADDLYEALTYQDKVMERLGKLYTYAHM 85
NTDB id 480 HSISS4 RS02090 WP 002890133.1 ........MSDNRTHLEEKYTWDLTTIFATDADWETEYESTVQDLKKASAYAGHLLDSAKNLLGATELYMSLMRRLEKIYVYASM 77
consensus ******** * ! ** !! ! !!**! ! !* !*! ! * !*! *!! ! ! *! !! !*! !!*!

logo

K
R
N
YDQDTGTNVGSFLYQEGLYNQADKAASNLYSTQALASESAFTAYFMEVPEFI LMAS ILDQDEEKKLAQEQFKLELEQEKEPEGLGKLYDSHAYFLEER I

L
L
N
A
K
E
N
K
R
D
PHVLSEQEAEEEGI

LLAAEAGSD
NTDB id 58991 BALI RS06755 WP 023856662.1 RYDQDTGNSFYQGLNDKAANLYTQAASATAYMVPEILSIQEEKLQQFLLEKEELKLYSHALEEINKERPHVLSEEEEGILAEASD 170
NTDB id 480 HSISS4 RS02090 WP 002890133.1 KNDQDTTVGLYQEYQAKASNLYSQLSEAFAYFEPEFMALDDKKLAEFKEQEPGLGLYDHYFERLLANKDHVLSQEAEELLAAAGD 162
consensus * !!!! !! * !! !!!*! ! !! !! * * * !! ! * ! !! ! ! * **!!!! ! ! *!! ! !

logo

I
V
F
L
N
S
G
S
P
S
S
T
D
NTFGNMVLDNNADI

M
E
LFPEWI

V
S
TDEGNQGDEKVVEQLTHGNFYI

VTFLLMESEKDNRDI
VRKRAGAFYEKAMVYEGTYEGQRFKQHNTLYAQSTLQSGAVVKKVDHNFYQYAKVKR

NTDB id 58991 BALI RS06755 WP 023856662.1 VLSSSSNTFGMLNNADMEFPEITDENGEKVQLTHGNYVTFLESENRDVRRAAFKAVYETYGRFKNTLASTLSGAVKKDNFYAKVK 255
NTDB id 480 HSISS4 RS02090 WP 002890133.1 IFNGPTDTFNVLDNADILFPWVSDGQGDVVELTHGNFITLMESKDRDIRKGAYEAMYGTYEQFQHTYAQTLQGVVKVHNYQAKVR 247
consensus * ** !! *! !!!* !! **! *!* ! !!!!!**! *!! !!*!**!* !*! !! ! *! ! !! ! !! *!* !!!*

logo HYKNSAREHAALASARNFS IPEESVYDNSLLVESSTI
VNKHLPLLHRYLVDELRKKVLEGLDELVHKMYDLVYTPLSVEKDTESGMTAKLVTYEEQASKLDKKYAMELEKGVLATI

P
F
LGE

NTDB id 58991 BALI RS06755 WP 023856662.1 HYKSAREAALSRNSIPEEVYDNLVSTINKHLPLLHRYVELRKKVLELDEVHMYDLYTPLVKDSGMKVTYEQAKDYMLKGLTPLGE 340
NTDB id 480 HSISS4 RS02090 WP 002890133.1 HYNSARHAALAANFIPESVYDSLLESVNKHLPLLHRYLDLRKKVLGLDELKMYDVYTPLSETE.TALTYEESLKKAEEVLAIFGE 331
consensus !! !!!*!!! ! !!! !!! !* **!!!!!!!!!!**!!!!!! !!!**!!!*!!!! * *!!! ! * !!

logo EYSKSGI LVHKAEAGFLNTENRWI
VDVHYEPNKGKRSGAYSGSGATYDGTNAPFYI

MLLMNWQDNTLVDNNLFTLVHEFTGHSLVHSTYFYTRKQTYQPYPVYGDNYPS I FLVAE I
VA

NTDB id 58991 BALI RS06755 WP 023856662.1 EYSSILKEGLNNRWVDVYENKGKRSGAYSSGTYGTNPYILMNWQDNVNNLFTLVHEFGHSVHSYYTRKYQPYPYGNYSIFVAEVA 425
NTDB id 480 HSISS4 RS02090 WP 002890133.1 EYSKGVHAAFTERWIDVHPNKGKRSGAYSGGAYDTNAFMLLNWQDTLDNLFTLVHETGHSLHSTFTRQTQPYVYGDYPIFLAEIA 416
consensus !!! ** * !!*!!**!!!!!!!!!! ! ! !!***!*!!!! * !!!!!!!! !!!*!! *!! !!!*!! !*!!*!!*!

logo STTNEANI
LLGTETYLLKNETI

V
D
KDDEKQTRFLAYI LNHMYLDEGFKGTVFRQTMQFAEFEHAE IHESAKADAQESGEQI

PLTAPDEFLLMNTKS ILYAYDLNEKKYFYGNDLKNAI EDIDNKY
NTDB id 58991 BALI RS06755 WP 023856662.1 STTNEALLGEYLLNTIDDEKQRLYILNHMLEGFKGTVFRQTMFAEFEHEIHSKAQEGEPLTPELLTSIYYDLNKKYFGDNIEIDK 510
NTDB id 480 HSISS4 RS02090 WP 002890133.1 STTNENILTETLLKEVKDDKTRFAILNHYLDGFKGTVFRQTQFAEFEHAIHEADASGQILTADFMNKLYADLNEKYYNLKAEDNY 501
consensus !!!!! *! ! !! * !*! ! !!!! !*!!!!!!!!!! !!!!!! !! ! *!!** * *! !!! !!* !

logo E IGQFLEWESR IPHFYMYNYYVYQYATGFASAAQSAYLASEQKQI LVHKEGGTEKESADKVDEARYI
L
E
T
F
YLKAGSSDYP I

LEVI
LKKAGVDMTNSSTDEPYI

L
D
EAACFKKVFEDEQR

NTDB id 58991 BALI RS06755 WP 023856662.1 EIGLEWSRIPHFYYNYYVYQYATGFSAAQALSQQILKEGKSAVDRYIEFLKAGSSDYPIEVLKKAGVDMTSSEPIEAACKKFEEQ 595
NTDB id 480 HSISS4 RS02090 WP 002890133.1 EIQFEWERIPHFYMNYYVYQYATGFAAASYLAEKIVHGTEEDKEAYLTYLKAGSSDYPLEVIKKAGVDMTNTDYLDAAFKVFEDR 586
consensus !! !! !!!!!! !!!!!!!!!!! !! ! !** * !* *!!!!!!!!!*!!*!!!!!!!! *****!!*! !!*



logo LNVELMEAELLVEQKGVNVHLSS
NTDB id 58991 BALI RS06755 WP 023856662.1 LNEMEELLQKVNHS. 609
NTDB id 480 HSISS4 RS02090 WP 002890133.1 LVELEALVEKGVHLS 601
consensus ! !*! !* ! ! *

X non conserved

X similar

X ≥ 50% conserved


