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NTDB id 601 KW2 RS02615 WP 021036805.1 EVTDEDMPVITEKDIEQIVEQKTQIPVGDLKEKEQTQLINLADDLKAHVIGQDEAVDKISKAIRRSRVGLGKPNRPIGSFLFVGP 482
NTDB id 378 SMU RS02690 WP 002263569.1 KLDKENTPVITEKNIEVIVEQKTNIPVGELKEKEQSQLIHLADDLKTRVIGQDAAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGP 489
NTDB id 241 SP RS04015 WP 000882523.1 KITDQDTPSISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGP 488
NTDB id 281 KZH43 RS03550 WP 000882517.1 KITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGP 488
NTDB id 245 SPD RS03860 WP 000882517.1 KITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGP 488
NTDB id 243 SPR RS03635 WP 000882517.1 KITDQDTPIISEKTIEHIIEQKTNIPVGDLKEKEQSQLIHLAEDLKSHVIGQDDAVDKIAKAIRRNRVGLGTPNRPIGSFLFVGP 488
NTDB id 58970 BALI RS00525 WP 020449838.1 EKQGQENSEVTVDDIAMVVSSWTGVPVSKIAQTETDKLLNMESILHSRVIGQDEAVVAVAKAVRRARAGLKDPKRPIGSFIFLGP 546
NTDB id 85 BSU 00860 NP 387967.1 EKQGQENSEVTVDDIAMVVSSWTGVPVSKIAQTETDKLLNMENILHSRVIGQDEAVVAVAKAVRRARAGLKDPKRPIGSFIFLGP 546
NTDB id 610 V4T04 RS10165 WP 012897346.1 .VKEDKRQEVTDQAVVAVASTLTGVPITQMTKSESDRLINLEKELHKRVVGQEEAISAVSRAIRRARSGVADSRRPMGSFMFLGP 555
NTDB id 290 KZH43 RS10025 WP 001109677.1 .VPV.YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGP 550
NTDB id 289 SPD RS10700 WP 001109677.1 .VPV.YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGP 550
NTDB id 287 SP RS11210 WP 001109712.1 .VPV.YKDLVTESDILTTLSRLSGIPVQKLTQTDAKKYLNLEAELHKRVIGQDQAVSSISRAIRRNQSGIRSHKRPIGSFMFLGP 550
NTDB id 377 SMU RS09275 WP 002262344.1 .PLLKKRAEVKEEDILATLSKLSGIPVKKLTQADSKKYLNLERELHKRVIGQDDAVSSISRAIRRNQSGIRVGKRPIGSFMFLGP 553
NTDB id 297 STER RS00545 WP 011680614.1 .AKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRVIGQDEAVSAISRAIRRNQSGIRTGKRPIGSFMFLGP 556
NTDB id 329 STU RS10020 WP 011225298.1 .AKFPKPALVDADQIMQTLSRLSGIPVEKMTQTDSKRYLNLESELHKRVIGQDEAVSAISRAIRRNQSGIRTGKRPIGSFMFLGP 556
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NTDB id 601 KW2 RS02615 WP 021036805.1 TGVGKTELAKQLAKELFGSSESMIRFDMSEYMEKHSVAKLIGAPPGYVGYEEAGQLTERVRRNPYSLILLDEIEKAHPDVMHMFL 567
NTDB id 378 SMU RS02690 WP 002263569.1 TGVGKTELSKQLAIELFGSEDSMIRFDMSEYMEKHAVAKLVGAPPGYVGYEEAGQLTEKVRRNPYSLILLDEVEKAHPDVMHMFL 574
NTDB id 241 SP RS04015 WP 000882523.1 TGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFL 573
NTDB id 281 KZH43 RS03550 WP 000882517.1 TGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFL 573
NTDB id 245 SPD RS03860 WP 000882517.1 TGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFL 573
NTDB id 243 SPR RS03635 WP 000882517.1 TGVGKTELSKQLAIELFGSADSMIRFDMSEYMEKHSVAKLVGAPPGYVGYDEAGQLTEKVRHNPYSLILLDEVEKAHPDVMHMFL 573
NTDB id 58970 BALI RS00525 WP 020449838.1 TGVGKTELARALAESIFGDEEAMIRIDMSEYMEKHSTSRLVGSPPGYVGYDEGGQLTEKVRRKPYSVVLLDEIEKAHPDVFNILL 631
NTDB id 85 BSU 00860 NP 387967.1 TGVGKTELARALAESIFGDEESMIRIDMSEYMEKHSTSRLVGSPPGYVGYDEGGQLTEKVRRKPYSVVLLDEIEKAHPDVFNILL 631
NTDB id 610 V4T04 RS10165 WP 012897346.1 TGVGKTELAKALADSVFGSEDNMIRVDMSEFMEKHSTSRLIGAPPGYVGYDEGGQLTERVRNKPYSVVLLDEVEKAHPDVFNIML 640
NTDB id 290 KZH43 RS10025 WP 001109677.1 TGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLL 635
NTDB id 289 SPD RS10700 WP 001109677.1 TGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLL 635
NTDB id 287 SP RS11210 WP 001109712.1 TGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNVLL 635
NTDB id 377 SMU RS09275 WP 002262344.1 TGVGKTELAKALAEVLFDDESALIRFDMSEYMEKFAASRLNGAPPGYVGYEEGGELTEKVRNKPYSVLLFDEVEKAHPDIFNILL 638
NTDB id 297 STER RS00545 WP 011680614.1 TGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAPPGYVGYDEGGELTEKVRNKPYSVLLFDEIEKAHPDIFNILL 641
NTDB id 329 STU RS10020 WP 011225298.1 TGVGKTELAKALAEVLFDDESALLRFDMSEYMEKFAASRLNGAPPGYVGYDEGGELTEKVRNKPYSVLLFDEIEKAHPDIFNVLL 641
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NTDB id 601 KW2 RS02615 WP 021036805.1 QILEDGRLTDAQGRTVSFKDSLIIMTSNAGTGK..VEASVGFGAAREG.....RTKSVLGQLGDFFSPEFMNRFDGIIEFSALSK 645
NTDB id 378 SMU RS02690 WP 002263569.1 QVLDDGRLTDGQGRTVSFKDTIIIMTSNAGTGK..SEANVGFGASREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFQALSK 652
NTDB id 241 SP RS04015 WP 000882523.1 QVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFGAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSK 651
NTDB id 281 KZH43 RS03550 WP 000882517.1 QVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFGAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSK 651
NTDB id 245 SPD RS03860 WP 000882517.1 QVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFGAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSK 651
NTDB id 243 SPR RS03635 WP 000882517.1 QVLDDGRLTDGQGRTVSFKDAIIIMTSNAGTGK..TEASVGFGAAREG.....RTNSVLGELGNFFSPEFMNRFDGIIEFKALSK 651
NTDB id 58970 BALI RS00525 WP 020449838.1 QVLEDGRLTDSKGRTVDFRNTILIMTSNVGASELRRNKYVGFNVQDETQNYKDMKDKVMGELKRAFRPEFINRIDEIIVFHSLEK 716
NTDB id 85 BSU 00860 NP 387967.1 QVLEDGRLTDSKGRTVDFRNTILIMTSNVGASELKRNKYVGFNVQDETQNHKDMKDKVMGELKRAFRPEFINRIDEIIVFHSLEK 716
NTDB id 610 V4T04 RS10165 WP 012897346.1 QILDDGFVTDTKGRKVDFRNTIIIMTSNLGATALRDDKTVGFGAKNITADYSAMKSRILEELKRHYRPEFLNRIDENIVFHSLES 725
NTDB id 290 KZH43 RS10025 WP 001109677.1 QVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSS 720
NTDB id 289 SPD RS10700 WP 001109677.1 QVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSS 720
NTDB id 287 SP RS11210 WP 001109712.1 QVLDDGVLTDSKGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKDIRFDQENMEKRMFEELKKAYRPEFINRIDEKVVFHSLSS 720
NTDB id 377 SMU RS09275 WP 002262344.1 QVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAKSFSQDYKAMESRILEELKKVYRPEFINRIDEKVVFHNLGQ 723
NTDB id 297 STER RS00545 WP 011680614.1 QVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAQTISHNHQAMQARIMEELKKSYRPEFINRIDEKVVFHSLEE 726
NTDB id 329 STU RS10020 WP 011225298.1 QVLDDGVLTDSRGRKVDFSNTIIIMTSNLGATALRDDKTVGFGAQTISHNHQAMQARIMEELKKSYRPEFINRIDEKVVFHSLEE 726
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NTDB id 601 KW2 RS02615 WP 021036805.1 ENLLKIVDLMLDEVNEQIGRNDIHLSVTQAAKEKLVDLGYNPAMGARPLRRTIQENIEDSIADFYIEHPEYKQ.LVADLIDDKIV 729
NTDB id 378 SMU RS02690 WP 002263569.1 DNLLQIVSLMLDDVNQRLAVNAIHLDVTDKVKEKLVDLGYDPKMGARPLRRTIQEHIEDAITDFYLEHPEQKE.LKAIMTSNGKI 736
NTDB id 241 SP RS04015 WP 000882523.1 DNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKD.LKAVMTSKGNI 735
NTDB id 281 KZH43 RS03550 WP 000882517.1 DNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKD.LKAVMTSKGNI 735
NTDB id 245 SPD RS03860 WP 000882517.1 DNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKD.LKAVMTSKGNI 735
NTDB id 243 SPR RS03635 WP 000882517.1 DNLLQIVELMLADVNKRLSSNNIRLDVTDKVKEKLVDLGYDPKMGARPLRRTIQDYIEDTITDYYLENPSEKD.LKAVMTSKGNI 735
NTDB id 58970 BALI RS00525 WP 020449838.1 KHLKDIVSLMSEQLTKRLKEQDLSIELTEAAKEKIADEGVDLEYGARPLRRAIQKHVEDRLSEELLKGHIEKGQHIVLDVEGGEF 801
NTDB id 85 BSU 00860 NP 387967.1 KHLTEIVSLMSDQLTKRLKEQDLSIELTDAAKAKVAEEGVDLEYGARPLRRAIQKHVEDRLSEELLRGNIHKGQHIVLDVEDGEF 801
NTDB id 610 V4T04 RS10165 WP 012897346.1 QEIEQIVKIMSKSLIKRLAEQDIHVKLTPSAVKLIAEVGFDPEYGARPLRKALQKEVEDLLSEQLLSGEIKAGNHVSIGASNKKI 810
NTDB id 290 KZH43 RS10025 WP 001109677.1 DHMQEVVKIMVKPLVASLAEKGIDLKLQASALKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSILKIGVKAGQL 805
NTDB id 289 SPD RS10700 WP 001109677.1 DHMQEVVKIMVKPLVASLAEKGIDLKLQASALKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSILKIGVKAGQL 805
NTDB id 287 SP RS11210 WP 001109712.1 DHMQEVVKIMVKPLVASLTEKGIDLKLQASALKLLANQGYDPEMGARPLRRTLQTEVEDKLAELLLKGDLVAGSTLKIGVKAGQL 805
NTDB id 377 SMU RS09275 WP 002262344.1 EDIRHIVKIMVAPLIAHLADQGITLKFQPSALKHLALAGYDAEMGARPLRRTLQTEVEDKLAELILSGKLASGQTLKIGIQKEKL 808
NTDB id 297 STER RS00545 WP 011680614.1 EQLHDIVKIMVKPLISALADKGISLKFQPAALKHLAKDGYDIEMGARPLRRTIQTQVEDKLSELLLGGQVVSGQTLKIGCSKDKL 811
NTDB id 329 STU RS10020 WP 011225298.1 EQLHDIVKIMVKPLISALADKGISLKFQPAALKHLAKDGYDIEMGARPLRRTIQTQVEDKLSELLLGGQVVSGQTLKIGCSKDKL 811
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