
logo MKAQSLQLRLSQHLALTPQLQQS IRLLQLSTI
LELQQEVAEMQALVATEQNPLLENREDNDEWI

L
D
T
S
T
P
S
A
LR I

V
A
GADGSLVI

N
A
T
L
S
P
Q
G
S
A
SSASATPLPEPTE

NTDB id 58852 BRPE64 RS01225 WP 044041062.1 MKASLQLRLSQHLALTPQLQQSIRLLQLSTLELQQEVAMAVAQNPLLENEDDWITSPLRVAADGSLITSPGASSAPPE.. 78
NTDB id 1425 RS RS02020 WP 011000369.1 MKQSLQLRLSQHLALTPQLQQSIRLLQLSTIELQQEVEQALTENPLLERENEWLDTSARIGADGSVNALQSSSATPLPTE 80
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consensus !*!! **!!! !!!*!!!!!!!!!*!!!*! ! ! !* !! !!*!! !!!!*!*!* !!!*!!!!**!!!*! !! !

logo

E
QLNPDE I

V
M
VPKRLR INDHLMYANQI LRNSNSRGDEPSGASAGNSLQRQKQLQEARWL IKNIQQRFDETI LRVASQAIVERQKNSFFATHGE IAMRPLVL

NTDB id 58852 BRPE64 RS01225 WP 044041062.1 ELNPEIVPKLRINHLYANILRNNRGDPGSGSLRQQLQEARWLIKNIQQRFETILRVAQAIVERQKNFFAHGEIAMRPLVL 396
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