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NTDB id 1323 RA0C RS07335 WP 004916218.1 .MLVKVYGSAIHGVSAQTITIEVNVDQGV.GYHLVGLPDNAIKESSHRISAALKNVGYKLPGKKITINMAPADLRKEGSA 78
NTDB id 58850 BRPE64 RS00880 WP 016344107.1 MSLAVVRSRAPAPGRAPEVVVEVHLANGLPSFSIVGLPDLEVRESRERVRAALQNCGFDFPVRRITVNLAPADLPKESGR 80
NTDB id 1271 LPP RS03220 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1248 GCO85 RS03150 WP 011213198.1 MSLAFTKTRSTIGIVAQPVSVEVHLSNGLPSFTMVGLAETAVKESKDRVRSAIINSQFEFPCRKITVNLGPANLPKTGSG 80
NTDB id 1397 DSB67 RS15690 WP 005535577.1 MGLAIIHSRASVGVQAPSVSVEVHISNGMPGFTLVGLPETTVKESKDRVRSAIVNSNFQFPAKRITVNLAPADLPKEGGR 80
NTDB id 1153 A1552VC RS00115 WP 000521788.1 MGLAIIHSRASIGVQAPPVTVEVHISNGMPGFTLVGLPETTVKESRDRVRSAIINSRFEFPAKRITVNLAPADLPKEGGR 80
NTDB id 1387 A4U84 RS06900 WP 020457569.1 MSLAIIYSRASIGVEAPLVTIEVHISGGSPGLTLVGLPEKSVKEAQDRVRSALMNANFDYPARRITINLAPADLPKEGGR 80
NTDB id 1349 HI 1117 AAC22771.1 MSLAIVYSRASMGVQAPLVTIEVHLSNGKPGFTLVGLPEKTVKEAQDRVRSALMNAQFKYPAKRITVNLAPADLPKEGGR 80
consensus **!*** ******* !* ***!!****!******!!!** **!***!***!**! ****!***!!*!**!!*!*!****

logo

Y
FDLSP IA I

LG I LAASDEGQLI IADPRSTLAENPSDTEHSNKI
LEAKQSRNFIRHYLE I

L
F
A
L
M
V
I
A
GELSALDTSGAHQGE I

L
Q
R
T
P
G
I
M
V
R
H
S
K
A
G
A
I
V
F
L
I
A
P
I
M
A
I
A
V
C
I
L
G
R
AAAQRSHNEQRKHHAAAGERGERDEAGKRSVDAEFQKNKPQRCGEHI

L
Y
V
I
L
I
V
A
P
L
Q
H
K
N

S
Q
A
S
N
T
G
A
R
D
N
A
Q
E
V
AAS

NTDB id 1323 RA0C RS07335 WP 004916218.1 YDLSIALGILAASGQIIAPEIERYLIMGELSLDGGLQPIKGVLPIAIRARE............EGFKGIILPKQNTREAA 146
NTDB id 58850 BRPE64 RS00880 WP 016344107.1 FDLPIALGILAASGQIPAESLANREFAGELSLTGALRPMRGAFAMVCGAARHHAAAGERGERDERAPEIYLPLASAAEAA 160
NTDB id 1271 LPP RS03220 WP 011213198.1 FDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHK.............DNQHLIIANANAAEAS 147
NTDB id 1248 GCO85 RS03150 WP 011213198.1 FDLPIALGILAASEQIPLTNLANHEFIGELALSGELRGVSAIIPAVLAAHK.............DNQHLIIANANAAEAS 147
NTDB id 1397 DSB67 RS15690 WP 005535577.1 FDLPIALGILAASEQIATDKLKNYEFVGELALSGGLRTVKGVLPAALAANK.............KQRHLVVPHANGDQAA 147
NTDB id 1153 A1552VC RS00115 WP 000521788.1 FDLPIALGILAASDQIARNKLESYEFIGELALSGEIRGVKGVLPAALAANQ.............VERCLVVPHSNGDQAA 147
NTDB id 1387 A4U84 RS06900 WP 020457569.1 FDLPIAIGILAASGQIDSDKLKRIELLGELSLTGHLRGVHGAIPAVLAASK.............AKREIIVPQQNANEVS 147
NTDB id 1349 HI 1117 AAC22771.1 FDLPIAIGILAASDQLDASHLKQFEFVAELALTGQLRGVHGVIPAILAAQK.............SKRELIIAKQNANEAS 147
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NTDB id 1323 RA0C RS07335 WP 004916218.1 IVNDLEVYGVENIKEVIDFFNENCPLEPTKVNTREEFHKRVNLFPFDFSEVKGQETAKRAMEVAAAGGHNIILIGPPGSG 226
NTDB id 58850 BRPE64 RS00880 WP 016344107.1 LVPGIDVFGAADLPALCAHLNGVPDARLRPVHAV..TLPQTAAPAPDLADVIGHPAARRALEVAAAGGHHLLMIGPPGAG 238
NTDB id 1271 LPP RS03220 WP 011213198.1 LTGHQKVFTANNLREVCDYLCQGTSLQSLPPKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSG 223
NTDB id 1248 GCO85 RS03150 WP 011213198.1 LTGHQKVFTANNLREVCDYLCQGTSLQSLPPKPDL....LLNNYELDWSDIKGQQHAKNAMVIAACGGHSILLSGAPGSG 223
NTDB id 1397 DSB67 RS15690 WP 005535577.1 LVGKEQHKSAQSLLEVCAELCGQHQLNLYQTPKKK....ELKAHGRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTG 223
NTDB id 1153 A1552VC RS00115 WP 000521788.1 LVGVERHKSAQSLLEVCADLCGQQTLSLFQSSPSV....QQVSQTRDLQDIIGQQQGKRALEIAAAGNHNLLFLGPPGTG 223
NTDB id 1387 A4U84 RS06900 WP 020457569.1 LVSNTQTYCASTLLQVVNFLNNRDQLPIAQQLSQNIAEN.RPLVSRDLTDIIGQQHAKRALIIAASGQHNLLFLGPPGTG 226
NTDB id 1349 HI 1117 AAC22771.1 LVSDQNTYFAQTLLDVVQFLNGQEKLPLATEIVKESAVNFSGKNTLDLTDIIGQQHAKRALTIAAAGQHNLLFLGPPGTG 227
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NTDB id 1323 RA0C RS07335 WP 004916218.1 KTMLAKRIPSILPPLTLKEALETTKIHSVAGKMGAETSLMTIRPFRSPHHTISDVALVGGGSYPQPGEISLAHNGVLFLD 306
NTDB id 58850 BRPE64 RS00880 WP 016344107.1 KSMLAARLPSLLPPMSDDEALTSAAILSASSIG.FTPEQWRRRPFRAPHHSSSSAALVGGRNPPQPGEITLAHHGVLFLD 317
NTDB id 1271 LPP RS03220 WP 011213198.1 KTMMAKRFSTLLPELSETQALECAAINSIRGKL.PDFREWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLD 302
NTDB id 1248 GCO85 RS03150 WP 011213198.1 KTMMAKRFSTLLPELSETQALECAAINSIRGKL.PDFREWRLPPFRAPHHTASPVALVGGGNPPKPGEISLAHHGVLFLD 302
NTDB id 1397 DSB67 RS15690 WP 005535577.1 KTMLASRLCDLLPEMSDEEAMETASVASLTQSE.INEHNWKTRPFRAPHHSSSMAALVGGGSVPRPGEISLAHNGLLFLD 302
NTDB id 1153 A1552VC RS00115 WP 000521788.1 KTMLASRLCDLLPEMSDEEAMETASIASLTQQE.INQHNWKLRPFRAPHHSSSMAALVGGGTIPRPGEISLAHNGLLFLD 302
NTDB id 1387 A4U84 RS06900 WP 020457569.1 KTMLASRLADLLPEMEDDEAIETASVTSLVQNE.LNFQNWKKRPFRSPHHSASMVALVGGGSIPKPGEISLAHNGVLFLD 305
NTDB id 1349 HI 1117 AAC22771.1 KTMLASRLTGLLPEMTDLEAIETASVTSLVQNE.LNFHNWKQRPFRAPHHSASMPALVGGGTIPKPGEISLATNGVLFLD 306
consensus !*!*! !* *!!**** *!**** * !* *** *!!!*!!!* ! !!!!!** !*!!!!*!!**!*!!!!



logo EMLPEFKDNERTQKVLDEVASTMLRQEPLEDVSRGHEVIVCTI I SRAKNQAFQGATQKATVIDNEQRYFPAACSKRCFMQI
L IVGASALMNPCSPSCTGFWHQYFRWYPQTEGDNGDNPTSPSHQGNANRTCRMASCTNTSSPFDQAEISQRALMIAQLMSRYLGRSANKRLSAGPFLMLDRFI

NTDB id 1323 RA0C RS07335 WP 004916218.1 EMPEFKRTVLEVMRQPLEDREVTISRAKFTVNYPASFMLVASMNPSPSGFFPDDPNNT.SSSFEMQRYLNKLSGPLLDRI 385
NTDB id 58850 BRPE64 RS00880 WP 016344107.1 ELPEFDRKVLETLREPLEVGHITISRAAQQADFPAACQLIAAMNPCPCGWRGDPSGRCRCSPDIAARYLRKLSGPLMDRI 397
NTDB id 1271 LPP RS03220 WP 011213198.1 ELPEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRI 382
NTDB id 1248 GCO85 RS03150 WP 011213198.1 ELPEFNRQVLETLREPLESGHICISRAAAQIEFPAKFQLIAAMNPCPCGQWGNSQANCMCTPDRISRYLAKLSAPLLDRI 382
NTDB id 1397 DSB67 RS15690 WP 005535577.1 EMPEFDRKVLDSLREPLESGEIIISRAQGKTRFPARFQIVGALNPSPTGYYEGNQAR..TNPQAILRYLGRLSGPLLDRF 380
NTDB id 1153 A1552VC RS00115 WP 000521788.1 EMPEFERKVLDSLREPLESGEIVISRAQGKTRFPARFQLVGALNPSPTGYYEGSQAR..ANPQSILRYLSRLSGPLLDRF 380
NTDB id 1387 A4U84 RS06900 WP 020457569.1 ELPEFERKVLDALRQPLESGEIIISRANAKVQFPACFQLIAAMNPSPTGHYQGTHNR..TSPQQLMRYLNRLSGPFLDRF 383
NTDB id 1349 HI 1117 AAC22771.1 ELPEFERKVLDALRQPLESGEIIISRANAKIQFPARFQLVAAMNPSPTGHYTGTHNR..TSPQQIMRYLNRLSGPFLDRF 384
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NTDB id 1323 RA0C RS07335 WP 004916218.1 DIHIEVQKVEFDQLSD..KRKGESSEIIRQRVLKAREIQQERYQDLAISYNAQMGPKEIEHFCELDEVSLLLIKNAMEKL 463
NTDB id 58850 BRPE64 RS00880 WP 016344107.1 DIQIELPALTPAELSARGAERGESSAVVAARVAAARDIQTQRQGK....TNRELDGREADDVCRPDSAGEALLRAAGERF 473
NTDB id 1271 LPP RS03220 WP 011213198.1 DMQVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQDS....LNANLNSKTCEMVCELGSEEQLFLREVMSKL 458
NTDB id 1248 GCO85 RS03150 WP 011213198.1 DMQVTIHALSQEELIKPNTHLEKQSLAIREKVTKMHEIQMARQDS....LNANLNSKTCEMVCELGSEEQLFLREVMSKL 458
NTDB id 1397 DSB67 RS15690 WP 005535577.1 DMSLEIPALPKGTLSEG.GDRGEPTAIVKERVNQARDCMLARSGK....VNALLGSREIEAFCPLQKSDAEFLENALHRL 455
NTDB id 1153 A1552VC RS00115 WP 000521788.1 DMSIEIPALPKGTLANG.GDRGESTAAVRQRVWVARERMLARSGK....VNALLQSREIEQYCPLLKADAEFLESALHRL 455
NTDB id 1387 A4U84 RS06900 WP 020457569.1 DLSIEVPLLPQGALQNNTDQRGETTEQARKRVLEARHLQFNRRGK....INAQLTTKEIEQDCKLTDRDALFLENALTKL 459
NTDB id 1349 HI 1117 AAC22771.1 DLSIEVPLLPQGSLQNT.GDRGETSAQVREKVLKVREIQMERAGK....INAYLNSKEIERDCKLNDKDAFFLEKALNKL 459
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NTDB id 1323 RA0C RS07335 WP 004916218.1 NLSARAYDRILKVSRTIADLERETNIQSHHIAEAIQYRSLDRDFWKV..... 510
NTDB id 58850 BRPE64 RS00880 WP 016344107.1 GWSARAYYRVLKVVRTIADLADAKTPDVAHVAEAVQYRRMLSLA........ 517
NTDB id 1271 LPP RS03220 WP 011213198.1 KLSARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1248 GCO85 RS03150 WP 011213198.1 KLSARGYHRLLKVSRTIADMNSSKKVLLNHLQQALSYKQNLHLPK....... 503
NTDB id 1397 DSB67 RS15690 WP 005535577.1 GLSIRAYHRIIKVARTIADLEGSPQIERTHLAEALGYRAMDRLLKQLTAQAV 507
NTDB id 1153 A1552VC RS00115 WP 000521788.1 GLSIRAYHRIIKVARTIADLQGEAQIARPHLAEALGYRAMDRLLKQLSAQNV 507
NTDB id 1387 A4U84 RS06900 WP 020457569.1 GLSVRAYHRILKVSRTIADLAGEAQIQQPHLAEALGYRAMDRLLQRLQGES. 510
NTDB id 1349 HI 1117 AAC22771.1 GLSVRAYHRILKVSRTIADLQGEQQIFQPHLAEALGYRAMVRLLQKLSNM.. 509
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