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NTDB id 1154 A1552VC RS20525 WP 001884047.1 MPQPCTNTRSCPCPLTCQYNAMVTVSPSISIFIHSANWQDEAHYPDSWLAMLTHWLRKTTAPLLTPECHLCRLALDTNS. 79
NTDB id 1398 DSB67 RS00645 WP 029388870.1 ..................................................MLSHQWQNIMHRVLSSQCGLCRFPIPHRQT 30
NTDB id 58828 NGK50 RS22210 WP 017384146.1 ............................................................MLTVPGLCWLCRMPLAMS.. 18
NTDB id 1434 BW25113 RS17685 WP 001333371.1 ............................................................MLTVPGLCWLCRMPLALG.. 18
NTDB id 1458 ASU2 RS11390 WP 005624668.1 ............................................................MNYWGFRCIHCRKPLAIA.. 18
NTDB id 1374 NTHI RS02640 WP 011272045.1 ............................................................MNFFNFRCIHCRGNLHIA.. 18
NTDB id 1348 HI 0434 AAC22093.1 ...........................................................MMNFFNFRCIHCRGNLHIA.. 19
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