
logo MRKVLYALMGFLLAFSALKADDFLEEANETATPAHNLNHPMQDLNAIQGSFFDKNRSKMSNTLNIDYFSQGQTYKIRLRYAMATLLFF
NTDB id 58730 K750 RS07770 WP 015644756.1 MRKVLYALMGFLLAFSALKADDFLEEANETTPAHLNHPMQDLNAIQGSFFDKNRSKMSNTLNIDYSQGQTYKIRLRYAMATLLFF 85
NTDB id 1217 CAA10656.1 1440..2420( ) MRKVLYALMGFLLAFSALKADDFLEEANETAPANLNHPMQDLNAIQGSFFDKNRSKMSNTLNIDYFQGQTYKIRLRYAMATLLFF 85
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!

logo SKP I SDFVLGDKVGFDAKI LESNDR I LL IKPLQIGVDSNI SV IDSEGKI FSFYVFSTTFTSSKHPNLQVF I EDKNYYSNAFLKPQ
NTDB id 58730 K750 RS07770 WP 015644756.1 SKPISDFVLGDKVGFDAKILESNDRILLIKPLQIGVDSNISVIDSEGKIFSFYVFSTTFTSSKHPNLQVFIEDKNYYSNAFLKPQ 170
NTDB id 1217 CAA10656.1 1440..2420( ) SKPISDFVLGDKVGFDAKILESNDRILLIKPLQIGVDSNISVIDSEGKIFSFYVFSTTFTSSKHPNLQVFIEDKNYYSNAFLKPQ 170
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LENATLENATPTNNKPLKEEKKEETKEKEEETITIGDNTNAMKIVKKDIQKGYKALKSSQRKWYCLGWAICSKKSKLSLMPKE I F
NTDB id 58730 K750 RS07770 WP 015644756.1 KEN..KENTLENAPTNNKPLKEEKEETKEKEEETITIGDNTNAMKIVKKDIQKGYKALKSSQRKWYCLWACSKKSKLSLMPKEIF 253
NTDB id 1217 CAA10656.1 1440..2420( ) NKENVLENALENTPTNNKPLKEKKEETKEKEEETITIGDNTNAMKIVKKDIQKGYKALKSSQRKWYCLGICSKKSKLSLMPKEIF 255
consensus ** !! !!! !!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!
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logo NDKQFTYFKFDKRLALSKFPVI
VYKVVDGYDNPVNTR IVGDYI IAEDVSTKWTLRLGKDYLC IRFVKKRGKRDEO

NTDB id 58730 K750 RS07770 WP 015644756.1 NDKQFTYFKFDKRLALSKFPVVYKVVDGYDNPVNTRIVGDYIIAEDVSTKWTLRLGKDYLCIRFVKRGRDE. 324
NTDB id 1217 CAA10656.1 1440..2420( ) NDKQFTYFKFDKRLALSKFPVIYKVVDGYDNPVNTRIVGDYIIAEDVSTKWTLRLGKDYLCIRFVKKGKDE* 326
consensus !!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!*!!
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