
logo MKGAI LIATF ILFL I FGCVIVVVFHEFGHFYFFAKKRASGI LVREFAIGMGPKI FAHTGKDGTLVYTIR I LPLGGYVRMAGWGEDKTTE IKTGSPAS
NTDB id 58646 TL13 RS08830 WP 015647441.1 MKGILAFIFIFGVIVVVHEFGHFYFAKKAGILVREFAIGMGPKIFAHTGKDGTLYTIRILPLGGYVRMAGWGEDKTEIKTGSPAS 85
NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS 85
NTDB id 291 STER RS01205 WP 011680685.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS 85
consensus !!*!**!**!!*!!!!*!!!!!!*!!!**!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!

logo LSTLNGEKADGVKVTRR INLSGDKRQLVDSQLTSALPMNVTSAFYDFLEEDKLETITGLVLEGESTKTYKEVDHDATIVEEDGTELR IAPLKDVQYQNATSVIWGRLMI
NTDB id 58646 TL13 RS08830 WP 015647441.1 LSLNEAGVVTRINLSGKQLDSLSLPMNVTSFDFEEKLEITGLVLEESKTYKVDHDATIVEEDGTELRIAPLDVQYQNATVWGRLM 170
NTDB id 323 STU RS10650 WP 011225396.1 LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI 170
NTDB id 291 STER RS01205 WP 011680685.1 LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGETKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWGRLI 170
consensus !*!***!*!*!!!!!**!*!***!!!!!!**!*!*!!*!!!!!!*!*!!!*!!!!!!!!!!!!!!!!!!!*!!!!!!!**!!!!*

logo TNFAGPMNNF I LG I
VLVF I LI LFAFMVQGGVAQNDPTSSTNALVI SQI

V
T
A
E
NGGALAQAVASGVLVKTGDKAI LVSAVINGKNDTKTVDTSDYWTDESVLAKTE I

A
I
L
S
R
K
E
A
N
A
T
T
Q
D
K
A
F
T
S
T
K
A
G
P
DSFL

NTDB id 58646 TL13 RS08830 WP 015647441.1 TNFAGPMNNFILGILVFILLFFMQGGVANPSSNAVSITEGGALQAAGVVTGDKILSVNGNTTDSYTEVATIISKAATDATTAPSF 255
NTDB id 323 STU RS10650 WP 011225396.1 TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL 255
NTDB id 291 STER RS01205 WP 011680685.1 TNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQVANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSKGDSL 255
consensus !!!!!!!!!!!!!*!!!!*!*!*!!!!***!*!******!!!*!**!**!!!*!***!*************************!*
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NTDB id 58646 TL13 RS08830 WP 015647441.1 DL.VVEHDGKTRNVSVTAEQVDGAYRIGISPILKTGFVDKIVGGFQEAGATALRVVTALKNLIANFDVKQLGGPVAIYKVSSQAA 339
NTDB id 323 STU RS10650 WP 011225396.1 SVTVKRSNGQEETISVKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS 340
NTDB id 291 STER RS01205 WP 011680685.1 SVTVKRSNGQEETISVKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMFQMSAQAS 340
consensus ***!****!*****!!*** **!*!**!*!!*!!!!**!!!*!!!!*!***!******!!*!!*!!****!!!!!!****!*!!*

logo EFSGLVI SVI LGDLMAGAMLS INLGI FNL IP IPALDGGKIVMNI LI EA IRRKPLKNPQETI ESYITLAGVAVMVVLMIVAVTWNDI IMRVAFF
NTDB id 58646 TL13 RS08830 WP 015647441.1 EFGLVSVLGLMAALSINLGIFNLIPIPALDGGKIVMNILEAIRRKPLKPETESYITLAGVAVMVVLMIVVTWNDIIRVFF 419
NTDB id 323 STU RS10650 WP 011225396.1 ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
NTDB id 291 STER RS01205 WP 011680685.1 ESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRAFF 420
consensus !*!!*!*!*!!**!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!**!*!!!!!!!!!!!!!!!!!*!!!!!!*!*!!
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