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NTDB id 596 KW2 RS08720 WP 021037686.1 ..MRFLLIKFPLIFLTYLVVLLYFCIFTYNLPLLILFI....CSILL....ALFRKYYLMIPILIVFAVFFLLINSLSIRDNENQ 75
NTDB id 58635 TL13 RS05655 WP 041179393.1 MSRSIK.LPCQPIHLALLAVAVYFAVHSFSLLT.IGLLSLVLTVFGVRQGKTVFLKTLPLLALCG...LFFGYQKVQWERADQSA 80
NTDB id 494 SM12261 RS04305 WP 000942409.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSSSYLALLGFVFLLVCLFIQ....FPWKSAGKVLIICGIFGFWFLFQNWQQSQASQNL 81
NTDB id 522 SMSK321 RS04965 WP 000942453.1 MLQWTKNFPIPLIYLSFLLLWLYYAIFSVSYLALLGFVFLLVCLFIQ....FLWKSAGKVLVICGIFGFWFVFQNWQQSQASQNL 81
NTDB id 189 SPR RS04300 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQ....FPWKSAGKVLIICGIFGFWFVFQNWQQSQASQNL 81
NTDB id 223 SPD RS04540 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQ....FPWKSAGKVLIICGIFGFWFVFQNWQQSQASQNL 81
NTDB id 154 SP RS04735 WP 000942394.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQ....FPWKSAGKVLIICGIFGFWFVFQNWQQSQASQNL 81
NTDB id 264 KZH43 RS04200 WP 000942407.1 MLQWIKNFSIPLIYLSFLLLWLYYAIFSASYLALLGFVFLLVCLFIQ....FPWKSAGKVLIICGIFGFWFVFQNWQQSQASQNL 81
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NTDB id 596 KW2 RS08720 WP 021037686.1 PKTLSKIELISDTIQVNGDLLSFQGRMNGQNYQVYDTLKSLKEKKFYQNLSQNCQLSFTGNLQIPETQRNFNGFDDQKYLASQNI 160
NTDB id 58635 TL13 RS05655 WP 041179393.1 PEQVTTVQVIPDTIDINGDSLSFRGRADGQTYQVFYKLTSQEEQAYFQKLANLVQLEVEAEVSLPAGQRNFKGFDYQAYLKTQGI 165
NTDB id 494 SM12261 RS04305 WP 000942409.1 ADSVERVRILPDTVKVNGDSLSFRGKSDGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPDGQRNFGGFDYQAYLKTQGI 166
NTDB id 522 SMSK321 RS04965 WP 000942453.1 SDSVEIVRILPDTIKVNGDSLSFRGKADGRIFQVYYKLQSEEEKETFQILTALHDLELEGKLSEPEGKRNFGGFDYQAYLKTQGI 166
NTDB id 189 SPR RS04300 WP 000942407.1 ADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQAYLKTQGI 166
NTDB id 223 SPD RS04540 WP 000942407.1 ADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQAYLKTQGI 166
NTDB id 154 SP RS04735 WP 000942394.1 ADSVERVRILPDTIKVNGDSLSFRGKSNGRAFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQAYLKTQGI 166
NTDB id 264 KZH43 RS04200 WP 000942407.1 ADSVERVRILPDTVKVNGDSLSFRGKADGRIFQVYYKLQSEEEKEAFQALTDLHEIGLEGKLSEPEGQRNFGGFNYQAYLKTQGI 166
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NTDB id 596 KW2 RS08720 WP 021037686.1 YRQITIQQITNVEIKKNF....DLHTLRRKAIVWTQNHFPKPMSDYMTGLLFGFLSKDFNQMSDIYSSLGIIHLFALSGMQVNFF 241
NTDB id 58635 TL13 RS05655 WP 041179393.1 YRTVKITVIKKIVPVQSRNVFDWLSSWRRQALVYVKTNFPAPMSHYMTGLLFGDLDSDFDQMSDLYSSLGIIHLFALSGMQVGFF 250
NTDB id 494 SM12261 RS04305 WP 000942409.1 YQTLTIKRIQSLQKVSSWDIGENLSSLRRKTVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNGLYSSLGIIHLFALSGMQVGFF 251
NTDB id 522 SMSK321 RS04965 WP 000942453.1 YQTLNIKKIQSLQKVGSWDLGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIHLFALSGMQVGFF 251
NTDB id 189 SPR RS04300 WP 000942407.1 YQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIHLFALSGMQVGFF 251
NTDB id 223 SPD RS04540 WP 000942407.1 YQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIHLFALSGMQVGFF 251
NTDB id 154 SP RS04735 WP 000942394.1 YQTLNIKTIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMGNYMTGLLLGHLDTDFEEMNELYSSLGIIHLFALSGMQVGFF 251
NTDB id 264 KZH43 RS04200 WP 000942407.1 YQTLNIKKIQSLQKIGSWDIGENLSSLRRKAVVWIKTHFPDPMRNYMTGLLLGHLDTDFEEMNELYSSLGIIHLFALSGMQVGFF 251
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NTDB id 596 KW2 RS08720 WP 021037686.1 IDWFRKILLRMGLTREIVNLVQIPFSIFYAFMTGLSVSVLRALFQKNI...RLTSLDNIGVTTLVLMLISPKFLLTTGGQLTLFY 323
NTDB id 58635 TL13 RS05655 WP 041179393.1 IDKFRWILLRLGLTKEAVDKLQIPFSLFYAGLTGFSVSVVRSLVQKILGNLGLRKLDNFAVTVFVCLLILPRFLLTAGGILTFTY 335
NTDB id 494 SM12261 RS04305 WP 000942409.1 MDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIVMPNFFLTAGGVLSCAY 336
NTDB id 522 SMSK321 RS04965 WP 000942453.1 MDGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIIMPNFFLTAGGVLSCAY 336
NTDB id 189 SPR RS04300 WP 000942407.1 MNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIVMPNFFFTAGGVLSCAY 336
NTDB id 223 SPD RS04540 WP 000942407.1 MNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIVMPNFFFTAGGVLSCAY 336
NTDB id 154 SP RS04735 WP 000942394.1 MNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIVMPNFFLTAGGVLSCAY 336
NTDB id 264 KZH43 RS04200 WP 000942407.1 MNGFKKLLLRLGLTQEKLKWLTYPFSLIYAGLTGFSASVIRSLLQKLLAQHGVKGLDNFALTVLVLFIVMPNFFFTAGGVLSCAY 336
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NTDB id 596 KW2 RS08720 WP 021037686.1 AFVISMLNHPFSNLNGLKKVLTESAVLSLCVLPLLIFDFHIFQPLSILLTIIFGFLFDFMLLPLLLCCFLISFLGFSLNLNFIFQ 408
NTDB id 58635 TL13 RS05655 WP 041179393.1 AFLLTVFD..FEDLGRVKKVAVESLSISLGILPVLMTYFYAFQPLSILLTVVFSFVFDVLLLPGLSVIFLLSPLVKITWVNGFFV 418
NTDB id 494 SM12261 RS04305 WP 000942409.1 AFILTMTS..KEGE.GLKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVFLPLLSILFALSFLHPVIQLNFIFE 418
NTDB id 522 SMSK321 RS04965 WP 000942453.1 AFILTMTS..KEGE.GLKAVARESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVFLPLLSVLFALSFLYPVIQLNFIFE 418
NTDB id 189 SPR RS04300 WP 000942407.1 AFILTMTS..KEGE.GLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLTFLPLLSILFVLSFLYPVIQLNFIFE 418
NTDB id 223 SPD RS04540 WP 000942407.1 AFILTMTS..KEGE.GLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLTFLPLLSILFVLSFLYPVIQLNFIFE 418
NTDB id 154 SP RS04735 WP 000942394.1 AFILTMTS..KEGE.GLKAVTSESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLVFLPLLSILFVLSFLYPVIQLNFIFE 418
NTDB id 264 KZH43 RS04200 WP 000942407.1 AFILTMTS..KEGE.GLKAVASESLVISLGILPILSFYFAEFQPWSILLTFVFSFLFDLTFLPLLSILFVLSFLYPVIQLNFIFE 418
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VGQGDES I FLQRDKMV
NTDB id 596 KW2 RS08720 WP 021037686.1 ILEWLVHKVDLPLHYPFVLGKPSSLELIILFVLIGLFVDSFSHKKRRFFLVGFIFLFFFITKNPMRASITAVDIGQGDSIFLQDK 493
NTDB id 58635 TL13 RS05655 WP 041179393.1 FMEKIIVWVADLGFRPWILGQPSGVILVLLLVSLFLLYDFHRKKKWLLGLSLVLALLFFITKHPLENEVTVVDIGQGDSIFLRDM 503
NTDB id 494 SM12261 RS04305 WP 000942409.1 WLEGMIRFVSQVASRPLVFGQPNAWILILLLISLALVYDLRKNIKRLAVLSLLITGLFFLTKHPLENEITMLDVGQGESIFLRDV 503
NTDB id 522 SMSK321 RS04965 WP 000942453.1 WLEGMIRLVSQVASRPLVFGQPNAWLLILLLISLALVYDLRKNIKRLAVLSLLITGLFFLTKYPLENEITMLDVGQGESIFLRDV 503
NTDB id 189 SPR RS04300 WP 000942407.1 WLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLITGLFLLTKHPLENEITMLDVGQGESIFLRDV 503
NTDB id 223 SPD RS04540 WP 000942407.1 WLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLITGLFLLTKHPLENEITMLDVGQGESIFLRDV 503
NTDB id 154 SP RS04735 WP 000942394.1 WLEGIIRLVSQVARRPLVFGQPNAWLLILLLISLALVYDLRKNIKGLTVLSLLITGLFFLTKYPLENEITMLDVGQGESIFLRDV 503
NTDB id 264 KZH43 RS04200 WP 000942407.1 WLEGIIRLVSQVTSRPLVFGQPNTWLLILLLISLALVYDLRKNIKKLTVLCLLITGLFLLTKHPLENEITMLDVGQGESIFLRDV 503
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NTDB id 596 KW2 RS08720 WP 021037686.1 FNKENILIDTGGRLAL..PQKNWQKAQTQSNADKTLIPYLESMGVAHIDQLILTHTDADHVGDFLSLADKIKIREIWVSPGELTN 576
NTDB id 58635 TL13 RS05655 WP 041179393.1 RG.RTVLIDVGGRVDFA.VEEAWQERSSQANAERTLIPYLHSRGVDRIDSLVLTHTDTDHVGDVLEVAKQVQIGRIVVSPGSLTV 586
NTDB id 494 SM12261 RS04305 WP 000942409.1 TG.KIILIDVGGKAESSKKIEKWQEKTTTSNAQRTLIPYLKSRGVSKIDQLILTNTDKEYVGDLLEVTKAFHVGEILVSKGSLKQ 587
NTDB id 522 SMSK321 RS04965 WP 000942453.1 AG.KTILIDVGGKAESDKKIEKWQEKATTSNAQRTLIPYLKSRGVAKIDQLILTNTDKEHVGDLLEVTKAFHVGEILVSKGSLKQ 587
NTDB id 189 SPR RS04300 WP 000942407.1 TG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQ 587
NTDB id 223 SPD RS04540 WP 000942407.1 TG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQ 587
NTDB id 154 SP RS04735 WP 000942394.1 TG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRTLIPYLKSRGVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQ 587
NTDB id 264 KZH43 RS04200 WP 000942407.1 TG.KTILIDVGGKAESYKKIKKWQEKMTTSNAQRSLIPYLKSRGVAKIDQLILTNTDKEHVGDLSEMTKAFHVGEILVSKDSLKQ 587
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LVTLYGNRKLFYLEHDTKHKNYQFLFTGDNLEQEEQKGELKEKDL ILAQKNQTHYPKNDLEPQKVDNVLK
NTDB id 596 KW2 RS08720 WP 021037686.1 SSFVEKLKKAKIPIHVSKVGDKIPIFDSFLQVLSNGYTKKGDNNDSIVTYGNFYHTKFLFTGDLEQEGEKKLLQNYPKLQVDVLK 661
NTDB id 58635 TL13 RS05655 WP 041179393.1 PDFVATLKKINVPVHVVKVGDRLPIFDSYLEVLYPDGTGDGGNNDSIVLYGRLLETNFLFTGDLE.QGELDLIATYPNLPVDVLK 670
NTDB id 494 SM12261 RS04305 WP 000942409.1 KQFVAELQATQTKVRSITAGENLSIFGSQLEVLSPRKIGDGGYEDSLVLYGKLLDKYFLFTGNLEEKGEKELLKHYPDLKVDVLK 672
NTDB id 522 SMSK321 RS04965 WP 000942453.1 KEFVAELQATQIKVHSVAEGENVPIFGSQLEVLSPRKIGDGGHDDSLVLYGKLLDKHFLFTGNLEEKGEKDLLKQYPDLEVDVLK 672
NTDB id 189 SPR RS04300 WP 000942407.1 KEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLK 672
NTDB id 223 SPD RS04540 WP 000942407.1 KEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLK 672
NTDB id 154 SP RS04735 WP 000942394.1 KEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLK 672
NTDB id 264 KZH43 RS04200 WP 000942407.1 KEFVAELQATQTKVRSMIVGENLPIFGSQLEVLSPRKMGDGGHDDTLVLYGKFLDKQFLFTGNLEEKGEKDLLKHYPDLKVNVLK 672
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NTDB id 596 KW2 RS08720 WP 021037686.1 VGHHGSKTSSSPEFIKEIHPKLALISVGKANRYGHPNQETLETLAKYQVKTLRTDQKGAIKLTEVNQQWQIKTVR. 736
NTDB id 58635 TL13 RS05655 WP 041179393.1 AGHHGSKGSSYPEFLDHIGAKIALISAGENNRYKHPHQETLDRFDSRNIQVYRTDQQGAIRFRGW.KEWRIETVRR 745
NTDB id 494 SM12261 RS04305 WP 000942409.1 AGQHGSKKSSSSDFLEKLKPEFTLISVGKNNRAKLPHQETLTRLETINSKVYRTDQHGAIRFKGW.NSWKVETVG. 746
NTDB id 522 SMSK321 RS04965 WP 000942453.1 ASQHGSKKSSSSAFLEQLKPEMTLISVGKSNRMKLPHQETLTRLEGINSKVYRTDQQGAIRFKGW.NSWKIESVR. 746
NTDB id 189 SPR RS04300 WP 000942407.1 ASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETLTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR. 746
NTDB id 223 SPD RS04540 WP 000942407.1 ASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETLTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR. 746
NTDB id 154 SP RS04735 WP 000942394.1 ASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPHQETLTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR. 746
NTDB id 264 KZH43 RS04200 WP 000942407.1 ASQHGNKKSSSPAFLEKLKPELTLISVGKSNRMKLPYQETLTRLEGINSKVYRTDQQGAIRFKGL.DSWKIESVR. 746
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