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NTDB id 58632 TL13 RS04330 WP 024409447.1 MPKRIGKLVYTDKFSFFIRYFAVFTLIFGLMTAIIFQLMRSTMYQNSDNTLKRIKKEPALAVGFAIARTYEPNSVFILQDSPTSE 85
NTDB id 363 SMU RS05195 WP 002262215.1 MLIKLRKQKQDENISFFSHFFAVFTGIFFVMTVIIIQVMHFGIYSSVDNSLKIATENVNDYVNMTLSHNN.PITEAENGD..... 79
NTDB id 259 KZH43 RS03480 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR..... 80
NTDB id 218 SPD RS03780 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR..... 80
NTDB id 184 SPR RS03565 WP 000491790.1 MFSKLKKTWYADDFSYFIRNFGVFTLIFSTMTLIILQVMHSSLYTSVDDKLHGLSENPQAVIQLAINRATEEIKDLENAR..... 80
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NTDB id 58632 TL13 RS04330 WP 024409447.1 ETTSSSSDSMPVPKEQKNTRDGDQLRLGVNTHVLLYSKS.GEMVNPDTFTGLADLPLDKEKLGEIKEATVESSFGMSEDYRYVTI 169
NTDB id 363 SMU RS05195 WP 002262215.1 .......ASFKV.........KSNGQMAANTDTILYDKKHNVINNVNAFSSLYHIRPKLKDIGDIVEQEAKNIYGQTEKYRTVTV 148
NTDB id 259 KZH43 RS03480 WP 000491790.1 ......ADASKV.........EIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILM 150
NTDB id 218 SPD RS03780 WP 000491790.1 ......ADASKV.........EIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILM 150
NTDB id 184 SPR RS03565 WP 000491790.1 ......ADASKV.........EIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILM 150
NTDB id 148 SP RS03910 WP 000491790.1 ......ADASKV.........EIKPNVSSNTEVILFDKDFTQLLSGNRFLGLDKIKLEKKELGHIYQIQVFNSYGQEEIYRVILM 150
consensus *****! ********!!***!**!**********!**!**********!*!*********!**!*!!****

logo

K
E
L
V
T
A
N
N
T
I
D
S
D
E
S
F
L
V
GYYSY

S
P
Y
T
D
Q
NIKFYATAI

V
V
L
V
INVTTSQI

L
K
E
E
S
Q
S
A
I
N
S
E
T
Q
R
T
K
Y
H
V
E
S
T
Q
I
T
L
V
I
A
I
V
I
S
VVMI

V
A
V
S
A
FWLI ILS IVL ILAS IVLYLSAKNRLWVSMQVKRP I

LL IENSYMEQKQKQDSFVENASHELRTP
NTDB id 58632 TL13 RS04330 WP 024409447.1 ELATDELGYYSSYDIKYATILVNVSQIKSSIETYESTVAIVMVSAWLISILASIYLSNLSMRPILISYQKQKDFVENASHELRTP 254
NTDB id 363 SMU RS05195 WP 002262215.1 KVNN.DF....YPQIKFATIVINTTQLEEANTRYVTIIISVMIVFWLISVIASVYLAKWSQKPILENYEKQKSFVENASHELRTP 228
NTDB id 259 KZH43 RS03480 WP 000491790.1 ETNISSV....STNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTP 231
NTDB id 218 SPD RS03780 WP 000491790.1 ETNISSV....STNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTP 231
NTDB id 184 SPR RS03565 WP 000491790.1 ETNISSV....STNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTP 231
NTDB id 148 SP RS03910 WP 000491790.1 ETNISSV....STNIKYAAVLINTSQLEQASQKHEQLIVVVMASFWILSLLASLYLARVSVRPLLESMQKQQSFVENASHELRTP 231
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NTDB id 58632 TL13 RS04330 WP 024409447.1 LAVLQNRLESLFRHPEATILESSESIGSSLEEVRNMRLLTTNLLNLARRDDGLKVDMIDVQPNYFDEIFANYLMIAEENGKTLTV 339
NTDB id 363 SMU RS05195 WP 002262215.1 LAVLQNRLESLFRKPEATILDSSESIASSLEEVRNMRMLTANLLNLARRDDGIKPEITEIQPRFFDDTFKNYEMIARENGKKLHI 313
NTDB id 259 KZH43 RS03480 WP 000491790.1 LAVLQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRF 316
NTDB id 218 SPD RS03780 WP 000491790.1 LAVLQNRLETLFRKPEATIMDVSESIASSLEEVRNMRFLTTSLLNLARRDDGIKPELAEVPTSFFNTTFTNYEMIASENNRVFRF 316
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NTDB id 58632 TL13 RS04330 WP 024409447.1 NNLIHQPIRTDKVLIKQLLTILFDNAMKYTDDDGRIQITANIKDKSVYFTVADNGLGISDADKKKIFDRFYRVDKARTRQKGGFG 424
NTDB id 363 SMU RS05195 WP 002262215.1 INKVNRQIKTDKTLLKQLMTILFDNAVKYTDNDGEIWLDVKTTDRSLIFSVADNGQGISDEDKKKIFDRFYRVDKARTRQKGGFG 398
NTDB id 259 KZH43 RS03480 WP 000491790.1 ENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFG 401
NTDB id 218 SPD RS03780 WP 000491790.1 ENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFG 401
NTDB id 184 SPR RS03565 WP 000491790.1 ENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFG 401
NTDB id 148 SP RS03910 WP 000491790.1 ENRIHRTIVTDQLLLKQLMTILFDNAVKYTEEDGEIDFLISATDRNLYLLVSDNGIGISTEDKKKIFDRFYRVDKARTRQKGGFG 401
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NTDB id 58632 TL13 RS04330 WP 024409447.1 LGLSLAQQIIKTLGGKISVRDNQPKGTIFEVGLPK........ 459
NTDB id 363 SMU RS05195 WP 002262215.1 LGLSLAKQITDSLKGSIIVKDKKPQGVMFEARLLANK...... 435
NTDB id 259 KZH43 RS03480 WP 000491790.1 LGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 218 SPD RS03780 WP 000491790.1 LGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 184 SPR RS03565 WP 000491790.1 LGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
NTDB id 148 SP RS03910 WP 000491790.1 LGLSLAKQIVDALKGTVTVKDNKPKGTIFEVKIAIQTPSKKKK 444
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