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NTDB id 108 BSU 35470 NP 391427.1 MNVPVEKNSSFSKEBBQTLRSIHHLLRTINRSIF SDE . MIEWHIKNGYITAE ISIN

NTDB id 615 LCA RS02545 WP 011374200.1  ........... MR Q NYSLPQIK.R FLlV

NTDB id 593 KW2 RS05130 WP 021037147.1 .......... . NKIH

NTDB id 58618 TL13 RS02310 WP 015646511.1  ........... . MGRLETEGY L T/

NTDB id 277 KZH43 RS10090 WP 000867601.1  ........... BKVN BlYLGRLEFTENELT E | EERQLAEKLPAMRKEKGKLFCQRCNSTI

NTDB id 236 SPD RS10765 WP 000867601.1  ........... BKVN DBYLGRLEFTENELT E EERQLAEKLPAMRKEKGKLFCQRCNSTIP

NTDB id 202 SPR RS10250 WP 000867601.1 ........... BKVN IBYLGRLFTENELT E s EERQLAEKLPAMRKEKGKLFCQRCNSTIR

NTDB id 167 SP RS11275 WP 000867616.1 ........... BKVN BYLGRLEFTENELT E | EERQLAEKLPAMRKEKGKLFCQRCNSTIP

NTDB id 507 SM12261 RS09240 WP 000867722.1 ........... NRKVNI@YYLGRLF TENEL T E s EERQLAEKLPAMRKEKGKLFCQRCNSTIR

NTDB id 535 SMSK321 RS10515 WP 000867726.1 ........... BRKVNIZUYLGRLF TENEL T EERQLAEKLPAMRKEKGKLFCQRC SJIB
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NTDB id 108 BSU 35470 NP 391427.1 GSEIVPS KESNESNWKSIKIBT\IDEKINS S GO ABN VIS

NTDB id 615 LCA RS02545 WP 011374200.1 ARGRAE GV EGD WIRYT Vg CHLFElNIPKTEHA

NTDB id 593 KW2 RS05130 WP 021037147.1 RN WG TIRQEK S LEQ[E] peY [EERLV[NAVTGAGKTEMIYQ & AN

NTDB id 58618 TL13 RS02310 WP 015646511.1 K RS KW GQLT) Q TLVHAVTGAGKTEMIYVAVI ISGGA

NTDB id 277 KZH43 RS10090 WP 000867601.1 RECLLMKRVRSDQ MNDVLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGA

NTDB id 236 SPD RS10765 WP 000867601.1 RECLLMKRVRSDQ MMDVLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGA

NTDB id 202 SPR RS10250 WP 000867601.1 RECLLMKRVRSDQ MADVLKWRGQLTPFQEKVSEGLLQAVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGA

NTDB id 167 SP RS11275 WP 000867616.1 RECLLMKRVRSDQ BDVLKWRGQLTPFQEKVSEGLLQ[JVDKQKPTLVHAVTGAGKTEMIYQVVAKVINAGGA

NTDB id 507 SM12261 RS09240 WP 000867722.1 |MANGARRUNGANAIIE] ..

NTDB id 535 SMSK321 RS10515 WP 000867726.1 MND LKWRGQLTPFQEKVSEGL QAVDKQIXPMLVHAVTGAGKTEMIYQVVAKVINAGGA
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NTDB id 108 BSU 35470 NP 391427.1 VC A TVAPKAAQG.D I DEVDAFPY QTIHQFINUQKER

NTDB id 615 LCA RS02545 WP 011374200.1 VCLA PR IVCLELYRLQF IR T HGE[®] EPYT@LV TTHQLLKFYAFD IVDEVDAFP VDNPULIENNAVIY [

NTDB id 593 KW2 RS05130 WP 021037147.1 VLASPRIDVC INH QIARS RIDIY Q.P.G YFR PLVVEIT HQLL F AFDLLI DEVDAFP DNEMLYA ENMIK

NTDB id 58618 TL13 RS02310 WP 015646511.1 VCLASPRIDVC ELYKRLQ . . DEVDAFPYEIDNPMLY  AEWN V|

NTDB id 277 KZH43 RS10090 WP 000867601.1 VCLASPRIDVCLELYKRLQ DFSC R NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNSYV

NTDB id 236 SPD RS10765 WP 000867601.1 VCLASPRIDVCLELYKRLQ DFSC B BSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNSYV]

NTDB id 202 SPR RS10250 WP 000867601.1 VCLASPRIDVCLELYKRLQ DFSC R NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNSYV

NTDB id 167 SP RS11275 WP 000867616.1 VCLASPRIDVCLELYKRLQ DFSC B NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNSYV]|

NTDB id 507 SM12261 RS09240 WP 000867722.1 NSEPYFRTPLVVATTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNSYV

NTDB id 535 SMSK321 RS10515 WP 000867726.1 NSEPYFRTPLVV TTHQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNSYV
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