logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

381
256
215
181

SMU RS09890 WP 002262650.1
KZH43 RS10270 WP 000681597.1
SPD RS10945 WP 000681597.1

SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1

539 SM12261 RS09395 WP 000681587.1
58493 I872 RS10640 WP 015606090.1
425 SGO RS10525 WP 012131081.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

381
256
215
181

SMU RS09890 WP 002262650.1
KZH43 RS10270 WP 000681597.1
SPD RS10945 WP 000681597.1

SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1

539 SM12261 RS09395 WP 000681587.1
58493 I872 RS10640 WP 015606090.1
425 SGO RS10525 WP 012131081.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

381
256
215
181

SMU RS09890 WP 002262650.1
KZH43 RS10270 WP 000681597.1
SPD RS10945 WP 000681597.1

SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1

539 SM12261 RS09395 WP 000681587.1
58493 I872 RS10640 WP 015606090.1
425 SGO RS10525 WP 012131081.1

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

381
256
215
181

SMU RS09890 WP 002262650.1
KZH43 RS10270 WP 000681597.1
SPD RS10945 WP 000681597.1

SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1

539 SM12261 RS09395 WP 000681587.1
58493 I872 RS10640 WP 015606090.1
425 SGO RS10525 WP 012131081.1

consensus

Tougo

N | <QET

KPR gaui skt asestaat ety Misons TRV TollDANY

MNNTKSHPELQW3IPFEAIF
AMKHLKTFYKKWFQLLVVIVISFFSGALGSFSI QLTQKSSE
MMKHLKTFYKKWFQLLVVIVISFFSGALGSFSI QLTQKSS\®
AMKHLKTFYKKWFQLLVVIVISFFSGALGSFSI QLTQKSSE
AMKHLKTFYKKWFQLLVVIVISFFSGALGSFSI QLTQKSSER
AMKHLKTFYKK[EFQLLVVIVISFFSGALGSFSIRQLTQKS 8
. BN A SNESQNS L LINE IRARMN G T G{e}SiNe N LT A FISNIAMEN .

NNSNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITYSANRQ
NNSNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITYSANRQ
NNSNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITYSANRQ
NNSNNNSTITQTAYKNENSTTQAVNKVKDAVVSVITYSANRQ

MOSTERITINET YKNET TRA VKV AVVSVITY
Gl3 TGV ACHG FEYFETPHS A T NEK THRAT V TisR €.9) SEER Sy

* ok Kok o %

oV

okokok ok k% |

poscelsEN

sk ok ok | oskok | sk sk ok sk sk ok ok ok sk 3k k >k Kk k

Whoted o)

sk ok ok ok ok ok ok | okok ok ok |

A0lR

NI

[IEEEE

R F1Tx1

(S TP 2L

TTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQGQVIGI
TTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQGQVIGI
TTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQGQVIGI
TTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQGQVIGI
TTVAEFGDSSKLTVGETAIAIGSPLGSEYANTVTQGIVSSLNRNVSLKSEDGQAISTKAIQTDTAINPGNSGGPLINIQGQVIGI

Tetlo 1 *11

1 ! % U U R

I AN@NSNJ;\/E A A LR QVMSMSDIBRM SR

WISSKTASSINBRINEGEY VEG GFAIP NDYY BIIRNQLERNGIAVERPALGIFMEINL SIS T S[EMTIYIPS VTSG
MNGGTSVEGLGFAIPANDAINITEQLEKNGKVTRPALGIQMVNLSN STSDIRRLNIPSNVTSGV
MRNGGTSVEGLGFAIPANDAINITEQLEKNGKVTRPALGIQMVNLSN STSDIRRLNIPSNVTSGV

ANGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSN STSDIRRLNIPSNVTSGV

MANGGTSVEGLGFAIPANDAINITEQLEKNGKVTRPALGIQMVNLSN STSDIRRLNIPSNVTSGV
ANGGTSVEGLGFAIPANDAINIIEQLEKNGKVTRPALGIQMVNLSN RTSDIRRLNIPSNVTSGV

ANGET VEG GFAIP NDj NIIEQLEKEGHVTRPALGIQM LSN TSD § L@ PSEVESC

..NGSTSVEG GFAIP NDW NITEQLEKNGKVHMRPALGIQMVNLSK S SEIINRLIN PIYNVERYGV
P ok DD LD o Dokok b D okokokor Dokokokok | oskok |k | Pkl

Tk 1 |

168
163
163
163
163
163
161
164

253
248
248
248
248
248
246
249

338
329
329
329
329
329
327
332



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id

381 SMU RS09890 WP 002262650.1

256 KZH43 RS10270 WP 000681597.1
215 SPD RS10945 WP 000681597.1

181 SPR RS10425 WP 000681597.1

145 SP RS11450 WP 000681597.1

539 SM12261 RS09395 WP 000681587.1
58493 I872 RS10640 WP 015606090.1
425 SGO RS10525 WP 012131081.1

consensus

Al 0 RSN AL D TR T ok L,

A G LISKYDVIT|® D{¢KIS ASpH DLQSHLY|SHI®MGDINIK T YRIZENY TRAT[NLEYK S{NDLIp:M
ANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLIYKSSGDLESH
ANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLIKSSGDLESH
ANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLIKSSGDLESH
ANGHLEKYDVITKVDDKEIASSTDLOSALYNHSIGDTIKITYYRNGKEETTSIKLIYKSSGDLESH
ANGHLEKYDVITKVDDKEIASSTDLQSALYNHSIGDTIKITYYRNGKEETTSIKLIJKSSGDLESH
Ay L KYDVITKVDDK [@S DLQSALYRHS GDi@ K TY R'GKEMTT IKLWKS [RDLERY
A G LEKYDVITK DDEEI S D QSALYJSHSIfJ |¥IK TYYR GKE TT IKLJKS [NDLE]S)

Tk DR D DL DD Dk hrkorok Dok Do DD sk okonkr Dk bon Dkt ok Do b Lok ] Lkok

K non conserved
B similar
>50% conserved

402
393
393
393
393
393
392
397



