
logo MKDFEKI ERAAFYHNLLLEDNVCQNRI
L
Q
E
N
T
A
QLGHTNHFLYDAL I EQNGAI

CYLDGGADETGDALDQDEF I LKKENNDKKLRAQLHNLTSKEEWRRASYFQF I FMIKASTQTSEQPQLQAS
NTDB id 58481 I872 RS09710 WP 015605914.1 MKFEKIERAFHLLLENVQNIQNALGTNFYDALIEQNGIYLDGDTDLQEILKNNDKLRALHLTKEEWRRAYQFIFMKASQTEPLQA 85
NTDB id 392 SMU RS09000 WP 002263442.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS 85
NTDB id 401 FSA28 RS09370 WP 002291646.1 MDFEKIEAAYNLLLDNCQRLETQLHTHLYDALIEQNACYLGAEGADDFIKENNKKLRQLNLSKEEWRRSFQFIFIKATQSQQLQS 85
consensus !*!!!!!*!**!!!*!*!*****!*!**!!!!!!!!**!!********!**!!*!!!*!*!*!!!!!!**!!!!*!!*!***!!*

logo NHQFTPDSVIGFLI LI SLFYL ILDEQGLATQNDKESRQVLDLI LI E IGSGTGNLAETLI LVNHNTSQSKNSMIDYI
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VDDLL IDLSAS IAEDVMLNDSKSAVHFAVQGEDAVR
NTDB id 58481 I872 RS09710 WP 015605914.1 NHQFTPDSVGFLLSFLIDQLAQDERVDLLEIGSGTGNLAETLLNHTQKNMDYLGLEIDDLLIDLSASIAEVMNSKAHFAQGDAVR 170
NTDB id 392 SMU RS09000 WP 002263442.1 NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYMGIEVDDLLIDLSASIADVLDSSVHFVQEDAVR 170
NTDB id 401 FSA28 RS09370 WP 002291646.1 NHQFTPDSIGFIILYLLEGLTNKSQLDIIEIGSGTGNLAETIVNNSSKSIDYIGIEVDDLLIDLSASIADVLDSSVHFVQEDAVR 170
consensus !!!!!!!!*!!****!***!******!**!!!!!!!!!!!!**!***!**!!*!*!*!!!!!!!!!!!!*!**!**!!*!*!!!!

logo PQVI LKESDI
L
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NTDB id 58481 I872 RS09710 WP 015605914.1 PQVLKESDLIVSDLPVGYYPDDAVAARYEVASPDEHTYAHHLLMEQSLKYLKPGGYAIFLAPNNLLTSPQSHLLKKWLLSSAQLL 255
NTDB id 392 SMU RS09000 WP 002263442.1 PQILKESDIIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL 255
NTDB id 401 FSA28 RS09370 WP 002291646.1 PQILKESDVIISDLPVGFYPNDKIAQRYQVAAKLGHTYAHHLLMEQSLKYLKKEGLAIFLAPVDLLTSEQSPLLKKWLQNNVTIL 255
consensus !!*!!!!!*!*!!!!!!*!!*!**!*!!*!!****!!!!!!!!!!!!!!!!!**!*!!!!!!**!!!!*!!*!!!!!!******!
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NTDB id 58481 I872 RS09710 WP 015605914.1 AMISLPEKIFASRQSAKTLFVLRKQGESDIQPFIYPLQDLQSQDEILKFRESFQNWVKVSEIRTNF 321
NTDB id 392 SMU RS09000 WP 002263442.1 AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF.... 317
NTDB id 401 FSA28 RS09370 WP 002291646.1 AVISLPEAIFKQKSNIKSIFVLKKQSQQSLESFVYPLTDLQDPEVLRRFMKNFKKWKEDNVF.... 317
consensus !*!!!!!*!!******!**!!!*!!*******!*!!!*!!!*******!***!**!******
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