
logo MKKSKWLAI
L
T
AGLVVAALALGSAVLGAFVLAACGSKSSKSSTNSTSAGKTTYSGYVYNSTSDPDESTLDYVINTSNRTAGSPTSKDTSAVI

V
A
TNLGVDGLLMENADQKYGNL IVLPSLVAEDWTSV

NTDB id 58473 I872 RS08480 WP 015605696.1 MKKSKWLAITGLVAASALFLAACGKSSTSSAKTYSYVYNTDPDTLDYVNSNRASTSDVIANLVDGLLENDQYGNLILSLAEDWTV 85
NTDB id 475 HSISS4 RS07005 WP 021143809.1 MKKSKWLALAGVALLSVGALAACSSKSSTSGTTYGYVYNSDPESLDYITSNTGPTKTAVTNGVDGLMEADKYGNLVPSVAEDWSV 85
NTDB id 324 STU RS16140 WP 011226306.1 MKKSKWLALAGVALLGVGVLAACSSKSNTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSVAEDWSV 85
NTDB id 292 STER RS06940 WP 011681419.1 MKKSKWLALAGVALLGVGVLAACSSKSNTSGTTYGYVYSSDPETLDYITSNTGPTKSVVTNGVDGLMEADKYGNLVPSVAEDWSV 85
consensus !!!!!!!!**!**** ***!!!!***!**!**!!*!!! *!!**!!!**!!***!*****!*!!!!*!*!*!!!!**!*!!!!*!

logo SQKDGLTYTYKLIRKDGAVIKWYTASDEGEEYAADNVKTAQKDFVTGLKHAADEGSKSAEGAGI
L
P
Y
I
LVQNDS IKAGLDSADYI

L
K
SGAETSNNKDFSTNVGVKAIDEDYTVLQYT

NTDB id 58473 I872 RS08480 WP 015605696.1 SKDGLTYTYKLRKDAKWYTAEGEEYAAVKAQDFVTGLKHAADEKSEALPIVQNSIKGLDAYIKGESNDFSTVGVKAIDDYTVQYT 170
NTDB id 475 HSISS4 RS07005 WP 021143809.1 SQDGLTYTYKIRKGVKWYTSDGEEYADVTAKDFVTGLKHAADGKAGALYLVQDSIAGLSDYLSGANKDFSNVGVKAIDDYTLQYT 170
NTDB id 324 STU RS16140 WP 011226306.1 SKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVGVKAIDEYTLQYT 170
NTDB id 292 STER RS06940 WP 011681419.1 SKDGLTYTYKIRKGIKWYTSEGEEYANVTAKDFVTGLKHAADSKAGGIYLVQDSIAGLSDYLSGTNKDFSNVGVKAIDDYTLQYT 170
consensus !*!!!!!!!!*!!**!!!!**!!!!!*!*!*!!!!!!!!!!!*!******!!*!!*!!**!**!***!!!*!!!!!!!*!!*!!!

logo LNKKQPESPYWNSKTTMYGS ILLSFP I
VNEEDFLKKNEKGKDFGTKVSTKDPSTGS I LYNGPYFVLLKSFLTSAKSVS I EYLSTVKNQEHNYWDKDKNVKHI

F
E
D
D
A
V
IKFLTSYYDGS

NTDB id 58473 I872 RS08480 WP 015605696.1 LNQPESYWNSKTTMGILFPINEEFLKKEGKDFGTV.KPSGILYNGPYVLKSFTSKSVIEYSKNQNYWDKDNVKIEDVKLTYYDGS 254
NTDB id 475 HSISS4 RS07005 WP 021143809.1 LKKPEPYWNSKTTYGLLSPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELTKNENYWDKKNVHFDAIKLSYYDGS 255
NTDB id 324 STU RS16140 WP 011226306.1 LKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWDKKNVHFDAIKFSYYDGS 255
NTDB id 292 STER RS06940 WP 011681419.1 LKQPEPYWNSKTTYSLLFPVNEDFLKNKGKDFGKSTDPTSILYNGPFLLKSLTAKSSIELVKNEHYWDKKNVHFDAIKFSYYDGS 255
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logo DQDESALEIVRNGFTDGAYSTNLQFARLVFYPTSSNYSASVEKKYKDNI FIYFYTPAQPNGSATSSTYSFAYIAGFVINI
L
N
DRQASYSKFHYSTSAKKTDASQEKATSASSTKEKAI

L
Q
LNKDFRQSAI

NTDB id 58473 I872 RS08480 WP 015605696.1 DQESLIRNFTDGAYTQARLYPTSSNYASVEKKYKDNIIFTPQNSTSYFYAFNLNRQAYSHTS.KTDAQKAASKEAIQNKDFRQAI 338
NTDB id 475 HSISS4 RS07005 WP 021143809.1 DQEALERGFTDGAYSLARVYPTSSNYSSVEKKYKDNIYYTAPGASTSAIGVNIDRQSYKFSAKKTDAEKTSTKKALLNKDFRQSI 340
NTDB id 324 STU RS16140 WP 011226306.1 DQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIYYTAPGASTSAIGINLDRQSYKYTAKKTDSEKSSTKKALLNKDFRQAI 340
NTDB id 292 STER RS06940 WP 011681419.1 DQDALVRGFTDGAYNFARVFPTSSNYASVEKKYKDNIFYTAPGASTSAIGINIDRQSYKYTAKKTDSEKSSTKKALLNKDFRQAI 340
consensus !!**!*!*!!!!!!**!!**!!!!!!*!!!!!!!!!!**!***********!**!!*!*****!!! *!***!*!**!!!!!!*!

logo NFAFIDRTKSAFYGQASQI
MNGNKEDGAATKLGIA I

L
VRSNSLLFVPPSSDFVQSVADGGDKDTFSGDVLVETSEQKLMASSYGDEWQSGVKNFLTADAGSQDSGI

LYNPAEKAKATEFAKAKDETALQ
NTDB id 58473 I872 RS08480 WP 015605696.1 NFAFDRKSFGAQMNGNEGATKIIRSSLVPPSFVQVDGKDFSDVVESQLASYGDEWQGVKLADAQDSIYNPEKAKAEFAKAKEALQ 423
NTDB id 475 HSISS4 RS07005 WP 021143809.1 NFAIDRTAYQSQMNGKDGAALALRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNFTDGQDGLYNAEKAKTEFAKAKETLQ 425
NTDB id 324 STU RS16140 WP 011226306.1 NFAIDRKAYQSQINGKDGATLAVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNFADSQDGLYNAEKAKTEFAKAKDALQ 425
NTDB id 292 STER RS06940 WP 011681419.1 NFAIDRKAYQSQINGKDGATLGVRNLFVPSDFVSAGDKTFGDLVTEKMSSYGDEWSGVNLADSQDGLYNAEKAKTEFAKAKDALQ 425
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logo AQDGVEQFP IHLDVLPVNDQTSDSKI
L
M
NVQARQTVANQSFLKQSTVI EAQKASLGQSDENVVIDI

V
H
NQMLSSDDFILDQENSVATYLFNAEATNAAQAKEDYWDLINSNGMSSVAIGWGSAAPDYQDPVST

NTDB id 58473 I872 RS08480 WP 015605696.1 AQGVEFPIHLDVPVDQTDKIMVQRTNSFKQSVEAALGQENVVIDVHQMSSDDFDNSTYFAETAAQKDYDLN.MSGWSADYQDPVT 507
NTDB id 475 HSISS4 RS07005 WP 021143809.1 ADGVQFPIHLDLPVDQSSKINVAQAQSLKQTIEQSLGSDNVVIDVNQLSSDDIQNATLNAANAAAEDWDISNGVIWGPDYQDPST 510
NTDB id 324 STU RS16140 WP 011226306.1 ADGVQFPIHLDLPVDQSSKLNVAQAQSLKQTIEKSLGSENVVIDINQLSSDDLENVTLNAANAAAEDWDISNSVAWAPDYQDPST 510
NTDB id 292 STER RS06940 WP 011681419.1 ADGVQFPIHLDLPVNQSSKLNVAQVQSLKQTIEKSLGSENVVIDINQLSSDDLENATLNAANAAAEDWDISNSVGWAPDYQDPST 510
consensus !*!!*!!!!!!*!!*!**!**!****!*!!**!**!!**!!!!!**!*!!!!**!*!**!**!!**!*!******!**!!!!!*!
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PNQNDAVAASAKQVGLTKDYKDALLDNKSADAVSEKTQTSDTLNAVRYTDKRYAAQAQAWLTEDSS ILV IPSL ITSVGANGGASAPATVVIQSKRVL

NTDB id 58473 I872 RS08480 WP 015605696.1 YLNIFNPETGDILDNIGLTKGQNQDVASKVGLTDYKALLDKADVEKQDTNARYTKYAAAQAWLTDSSIVIPSIS.AGGSPTVQKV 591
NTDB id 475 HSISS4 RS07005 WP 021143809.1 YLDIFKTTSSENTKTFMGYDDPNNAAAAQVGLKDYDALLDSAASETTDLNARYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRL 595
NTDB id 324 STU RS16140 WP 011226306.1 YLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPAISRL 595
NTDB id 292 STER RS06940 WP 011681419.1 YLDIFKTTSSENTKAFMGYDDPNNAAAAQVGLKDYDALLNSAASETSDLNVRYDRYAQAQAWLEDSSLVIPLTVGNGAAPVISRL 595
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logo

V
TPFTKGAYSMSLYQVGI

DKGNDSSSNYDVYFIKGYMVEKLPQDEEKVLVTVKAKDEYQEKQASLRKEKWELKEKEKAESNKEKAQEKEDLAESKHVK
NTDB id 58473 I872 RS08480 WP 015605696.1 VPFTKAYSYVGIKGDS.YVFKGMELQDEVLTVADYQKALKKWEKEKEESNKKAQEELASHVK 652
NTDB id 475 HSISS4 RS07005 WP 021143809.1 TPFTGASMQVGDKNS.SDYFKYVKPQEKVVTKKEYEQSREKWLKEKKASNEKAQKDLEKHVK 656
NTDB id 324 STU RS16140 WP 011226306.1 TPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWLKEKKESNEKAQKDLEKHVK 657
NTDB id 292 STER RS06940 WP 011681419.1 TPFTGASLQVGDKNSSNDYIKYVKPQEKVVTKKEYEQSREKWLKEKKESNEKAQKDLEKHVK 657
consensus *!!!*!***!!*!****** !****!**!*!***!*****!!*!!!**!!*!!!**!**!!!

X non conserved

X similar

X ≥ 50% conserved


