
logo MIQVIGKLI FAGRYKR I ILVQKSQIGRGGMADVYLARNKDL I LDNGEEVAI
VKVLRTNYQTDQPVIAVTARFQREAKRAMAEDLNSDHPYNHIVAR I SRTDIGEEDGQ

NTDB id 384 SMU RS02325 WP 002263039.1 MIQIGKLFAGRYRILQSIGRGGMADVYLANDLILDNEEVAIKVLRTNYQTDQVAVTRFQREARAMAELNHPNIVAIRDIGEEDGQ 85
NTDB id 467 HSISS4 RS06915 WP 021143821.1 MIQVGKLFAGRYRILKSIGRGGMADVYLANDLILDNEEVAIKVLRTNYQTDQVAVARFQREARAMAELSHPNIVAIRDIGEEDGQ 85
NTDB id 58472 I872 RS08035 WP 015605609.1 MIQIGKIFAGRYKIIKQIGRGGMADVYLARDLILDGEEVAVKVLRTNYQTDPIAVARFQREAKAMADLDHPYIVRISDIGEEDGQ 85
NTDB id 146 SP RS08570 WP 000614538.1 MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIGEEDGQ 85
NTDB id 216 SPD RS08205 WP 000614552.1 MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIGEEDGQ 85
NTDB id 182 SPR RS07820 WP 000614552.1 MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIGEEDGQ 85
NTDB id 257 KZH43 RS07655 WP 220041236.1 MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIGEEDGQ 85
consensus !!!*!!*!!!!!*!***!!!!!!!!!!!!*!!!!!*!!!!*!!!!!!!!!!**!!*!!!!!!*!!!*!*!!*!!*!*!!!!!!!!

logo QFYLVAMEYVSDAGASLDLKKRYTIQKDENHSAYPLSNAQEDEVAI
VR IMKGEQVI LSLAMTRLAHQTKRGI IVHRDLKPQNVI LLTKPDGNTAKVTDFGIAVAFAETSLTQTN

NTDB id 384 SMU RS02325 WP 002263039.1 QFLAMEYVDGADLKKYIQDHAPLSNAEVIRIMKEVLSAMTLAHQKGIIHRDLKPQNVLLTKDGTAKVTDFGIAVAFAETSLTQTN 170
NTDB id 467 HSISS4 RS06915 WP 021143821.1 QFLVMEYVDGSDLKKYIQDHAPLSNQDVVRIMGEVLSAMTLAHQKGIIHRDLKPQNVLLTKDGTAKVTDFGIAVAFAETSLTQTN 170
NTDB id 58472 I872 RS08035 WP 015605609.1 QYLAMEYVSGLDLKRYIKENSPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNVLLTPDGNAKVTDFGIAVAFAETSLTQTN 170
NTDB id 146 SP RS08570 WP 000614538.1 QYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVAFAETSLTQTN 170
NTDB id 216 SPD RS08205 WP 000614552.1 QYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVAFAETSLTQTN 170
NTDB id 182 SPR RS07820 WP 000614552.1 QYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVAFAETSLTQTN 170
NTDB id 257 KZH43 RS07655 WP 220041236.1 QYLAMEYVAGLDLKRYTKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVAFAETSLTQTN 170
consensus !*!*!!!!*!*!!!*!*****!!!!****!!!***!*!!*!!!**!!*!!!!!!!!*!!!*!!*!!!!!!!!!!!!!!!!!!!!!

logo SMLGSVHYLSPEQARGSKATI
VQSDIYAMGIMI LFFYEMLTGHIPYDGDSAVTIALQHFQNKPLPS IVLIAENKRPSNSVPQALENVVI IRKATAKRKL

NTDB id 384 SMU RS02325 WP 002263039.1 SMLGSVHYLSPEQARGSKATVQSDIYAMGIMLFEMLTGHIPYDGDSAVTIALQHFQKPLPSIIAENKNVPQALENVVIKATAKRL 255
NTDB id 467 HSISS4 RS06915 WP 021143821.1 SMLGSVHYLSPEQARGSKATIQSDIYAMGIMLFEMLTGHIPYDGDSAVTIALQHFQKPLPSILAENRNVPQALENVVIRATAKKL 255
NTDB id 58472 I872 RS08035 WP 015605609.1 SMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQKPLPSIIAENPNVPQALENVVIKATAKKL 255
NTDB id 146 SP RS08570 WP 000614538.1 SMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQKPLPSVIAENPSVPQALENVIIKATAKKL 255
NTDB id 216 SPD RS08205 WP 000614552.1 SMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQNPLPSVIAENSSVPQALENVIIKATAKKL 255
NTDB id 182 SPR RS07820 WP 000614552.1 SMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQNPLPSVIAENSSVPQALENVIIKATAKKL 255
NTDB id 257 KZH43 RS07655 WP 220041236.1 SMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQNPLPSVIAENSSVPQALENVIIKATAKKL 255
consensus !!!!!!!!!!!!!!!!!!!!*!!!!!!!!!***!!!!!!!!!!!!!!!!!!!!!!!*!!!!**!!! *!!!!!!!!*!*!!!!*!

logo

E
S
T
D
NRYHNQRSTVALQSEML

S
Y
Q
R
VDLRVSTSSLHQSPYDSNHRSRRNDEAKRSKVLVI FSDDEAGMTASKSTADTKPTLPKLVDEPSPQAVSAPTAQSLANSTASPLIAESPAPKKQVSAQELVAKAQANVTAKETPHSKENVSAPQIDTAPKADVNDVPHKSRKQEQSAKPTVRPTVKEKLTEKTAPTYPQAVPKQPKAKPKKKRH

NTDB id 384 SMU RS02325 WP 002263039.1 TDRYHSTQEMLQDLRTSLQPNRSRERKLVFSDA..SDTKPLPKLEQAAANSLAAQSLKNKTSNQDKVDHKSKPKTKPQPKPKKKR 338
NTDB id 467 HSISS4 RS06915 WP 021143821.1 ENRYNSTLEMSRDLVTSLHPSHRRDAKVVFDDM..TDTKTLPKVDPVPSASLEKKAVAAEPSEPTPAPSKQPRKKTTPAKKKKKK 338
NTDB id 58472 I872 RS08035 WP 015605609.1 SDRYQSVAEMYVDLSSSLSYDRRNEKKLVFDDGAKADTKTLPKVPPVPQSAPSPVAEAVAPKVA.ADVKRETPVLKAPVKKPKKR 339
NTDB id 146 SP RS08570 WP 000614538.1 TNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHKSI.KNPSQAVTEETYQPQAPKKH 339
NTDB id 216 SPD RS08205 WP 000614552.1 TNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHKSI.KNPSQAVTEETYQPQAPKKH 339
NTDB id 182 SPR RS07820 WP 000614552.1 TNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHKSI.KNPSQAVTEETYQPQAPKKH 339
NTDB id 257 KZH43 RS07655 WP 220041236.1 TNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHKSI.KNPSQAVTEETYQPQAPKKH 339
consensus **!!*!**!!**!!**!!********!**!******!!!*!!!********************* *****************!!*



logo

N
H
R
L
F
F
L
R
K
S
A
M
T
R
F
L
Y
F
K
L
V
K
I
I
M
V
L
F
L
F
L
A
A
G
I
S
I
L
L
V
A
F
L
IG
V
F
I
A
I
A
A
I
V
S
F
L
A
F
T
I
F
Y
W
L
I
V
L
F
L
Y
S
K
T
R
K
N
S
TPDSANTTVIQSTAVIPNDVSVAGDQEKTLVSATEAQRKMSTAI

K
TI
L
E
R
T
K
A
G
K
K
S
AGNLFKEVIGDE I

V
E
Q
K
K
E
T
D
I
V
E
Y
E
A
D
S
D
E
S
N
KVADGEATEGKRVIVIKRTNDPPSTGVANGSTKQTGKRRKE

NTDB id 384 SMU RS02325 WP 002263039.1 HFLARFFKIFFILVAIGIAVLTYLVLTKPSTVSVPDVSGDKLSTAKMIIRKSGLKVGDVQKIEDDNVGAGKVVRTNPSAGSKKRE 423
NTDB id 467 HSISS4 RS06915 WP 021143821.1 NFFSTLLKVFLGLVFIGIIIFAYLVFTNPDNVQVPNVVGQELSTAQTKIEGAGFKVGEVKEVEDDSVDTGKVIKTDPTAGTTRKE 423
NTDB id 58472 I872 RS08035 WP 015605609.1 HLRARYKVMFLAILL.VFAAFFFLLYKSPANTTVPDVAGQTVAEARSTITAKGLEVGEIKEDYSDNVAEGKVIKTDPPVNSQRRE 423
NTDB id 146 SP RS08570 WP 000614538.1 RFKMRYLILLASLVL.VAASLIWILSRTPATIAIPDVAGQTVAEAKATLKKANFEIGEEKTEASEKVEEGRIIRTDPGAGTGRKE 423
NTDB id 216 SPD RS08205 WP 000614552.1 RFKMRYLILLASLVL.VAASLIWILSRTPATIAIPDVAGQTVAEAKATLKKANFEIGEEKTEASEKVEEGRIIRTDPGAGTGRKE 423
NTDB id 182 SPR RS07820 WP 000614552.1 RFKMRYLILLASLVL.VAASLIWILSRTPATIAIPDVAGQTVAEAKATLKKANFEIGEEKTEASEKVEEGRIIRTDPGAGTGRKE 423
NTDB id 257 KZH43 RS07655 WP 220041236.1 RFKMRYLILLASLVL.VAASLIWILSRTPATIAIPDVAGQTVAEAKATLKKANFEIGEEKTEASEKVEEGRIIRTDPGAGTGRKE 423
consensus *************** ************!*****!*!*!*****!***********!*********!**!****!*!*******!

logo

N
GSTSKVIDNI

V
L
F
I
Y
VVASKSGASKKQTGSFAKTQLMVIKESDNYKTVGKQRDNKYSKSEDAVVIDEADHNELTKNSETNFYKNGKI

VSPREDKDNQSL IDVKLIKQVEHEVESEDNSSDNSDEAVYSSEGEAGEVTI
V I
L
G
S
KQ

T
SPLAGKPAKPENGSKTSTFYHNDVPLKTSDSKDNSAKTAKQKIKTVFLKRTVATKPTK

NTDB id 384 SMU RS02325 WP 002263039.1 GSSVDIFVAS.AKGFKMEDYTGQDYKDAIDNLTNNYGVSRDSIVLKEVSSDDYSGGTVIGQSPKPGKTYHPSSDKK.ITLKV... 503
NTDB id 467 HSISS4 RS06915 WP 021143821.1 GSSIDVYVSSGSKGFALKDYKGKNYKDAIEDLTSNFGVSEDQIDIQHVEDDSAEEGEILSQSPGKNKSFNPKDSKAKIKFRVATP 508
NTDB id 58472 I872 RS08035 WP 015605609.1 NSKVDLIVSKGSKTFTVENYVGQKSSEAVEHLKSTYNIPEKLIKIVEEENSDVEEGVVISQTPAAGSSYDVTSNKQ.ITLTVAKT 507
NTDB id 146 SP RS08570 WP 000614538.1 GTKINLVVSSGKQSFQISNYVGRKSSDVIAELKE.KKVPDNLIKIEEEESNESEAGTVLKQSLPEGTTYDLSKATQ.IVLTVAKK 506
NTDB id 216 SPD RS08205 WP 000614552.1 GTKINLVVSSGKQSFQISNYVGRKSSDVIAELKE.KKVPDNLIKIEEEESNESEAGTVLKQSLPEGTTYDLSKATQ.IVLTVAKK 506
NTDB id 182 SPR RS07820 WP 000614552.1 GTKINLVVSSGKQSFQISNYVGRKSSDVIAELKE.KKVPDNLIKIEEEESNESEAGTVLKQSLPEGTTYDLSKATQ.IVLTVAKK 506
NTDB id 257 KZH43 RS07655 WP 220041236.1 GTKINLVVSSGKQSFQISNYVGRKSSDVIAELKE.KKVPDNLIKIEEEESNESEAGTVLKQSLPEGTTYDLSKATQ.IVLTVAKK 506
consensus *******!******!****!*!*********!** *******!************!****!*************** !***!***

logo

K
V
ATTIQLGNYIGRNSTEVI SELKQKKVPENL IKI EEEESSESEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTI

K
R
SVETAMPNDSFLVYGKTIHNGLSQTS

NTDB id 384 SMU RS02325 WP 002263039.1 V.........................................................................KVTMPNLKNST 515
NTDB id 467 HSISS4 RS06915 WP 021143821.1 K.........................................................................IVTMPDVTGLT 520
NTDB id 58472 I872 RS08035 WP 015605609.1 VT........................................................................RVEMPDFGHLQ 520
NTDB id 146 SP RS08570 WP 000614538.1 ATTIQLGNYIGRNSTEVISELKQKKVPENLIKIEEEESSESEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSS 591
NTDB id 216 SPD RS08205 WP 000614552.1 ATTIQLGNYIGRNSTEVISELKQKKVPENLIKIEEEESSESEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSS 591
NTDB id 182 SPR RS07820 WP 000614552.1 ATTIQLGNYIGRNSTEVISELKQKKVPENLIKIEEEESSESEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSS 591
NTDB id 257 KZH43 RS07655 WP 220041236.1 ATTIQLGNYIGRNSTEVISELKQKKVPENLIKIEEEESSESEPGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSS 591
consensus ***************************************************************************!*!!******

logo

Y
V
L
S
E
E
T
Y
F
A
T
Y
K
A
N
R
V
N
A
Q
S

Y
T
L
L
I
M
N
T
Q
A
E
R
I
K
M
V
N
GI SKASESASRNIKEARYVHYVDIEDYVDNTARTGSADKYLSDSEKI

S
A
K
S
V
P
E
I
S
A
S
P
GSAQSVASTEDESGLMI

V
L
T
V
G
S
Y
EQ

D
SPAQYRYAGNQESTKAIVGKSDTLKSNVSKDNTDGRDTVI

V
KITLSFYIVYVSKVTPADSKGTAGTVSHSTASTGLSPQSSSSSERSSTNQTHPSES

NTDB id 384 SMU RS02325 WP 002263039.1 YEEA..VSTLTAMGISSSRIKAY..DASDYSSEISSPSSSSLVVGQSPYYGNTVSLSSNDDIILYVSTSGGSHSGSSSSESSNSE 596
NTDB id 467 HSISS4 RS06915 WP 021143821.1 VSTA..VQTLNRKNISSSSIEYHDYNTGAKLDKAKIPSSTE.ILYQDPQ....AGTSVDGTVILYVSVATASSSLQSSSSSTTHS 598
NTDB id 58472 I872 RS08035 WP 015605609.1 VSYAYARAYLMEMGISASRIERVID.R......SVESSQADLVTSQSPAAGQSIKLKSN.TKITFYVTDGTVTSSSSSSERTQPS 597
NTDB id 146 SP RS08570 WP 000614538.1 LEFTKNN.LIQIVGIKEANIEVVEVTT......APAGSAEGMVVEQSPRAGEKVDLNKTRVKISIYKPKTTSATP.......... 659
NTDB id 216 SPD RS08205 WP 000614552.1 LEFTKNN.LIQIVGIKEANIEVVEVTT......APAGSVEGMVVEQSPRAGEKVDLNKTRVKISIYKPKTTSATP.......... 659
NTDB id 182 SPR RS07820 WP 000614552.1 LEFTKNN.LIQIVGIKEANIEVVEVTT......APAGSVEGMVVEQSPRAGEKVDLNKTRVKISIYKPKTTSATP.......... 659
NTDB id 257 KZH43 RS07655 WP 220041236.1 LEFTKNN.LIQIVGIKEANIEVVEVTT......APAGSVEGMVVEQSPRAGEKVDLNKTRVKISIYKPKTTSATP.......... 659
consensus ******* ******!****!******* ****! ******!*!**************!************



logo

G
S
T
S
S
TSSESTASESETEDSHSTSTSSASSTESTTSTATESATTSHTELQ

NTDB id 384 SMU RS02325 WP 002263039.1 GTTSSEASTD..SSSSATTT....SH.... 616
NTDB id 467 HSISS4 RS06915 WP 021143821.1 SST..SSSTD..STTSSTETSTEATHTELQ 624
NTDB id 58472 I872 RS08035 WP 015605609.1 SSSSSTSEEESHSSSSSSSTTASTSH.... 623
NTDB id 146 SP RS08570 WP 000614538.1 .............................. 659
NTDB id 216 SPD RS08205 WP 000614552.1 .............................. 659
NTDB id 182 SPR RS07820 WP 000614552.1 .............................. 659
NTDB id 257 KZH43 RS07655 WP 220041236.1 .............................. 659
consensus

X non conserved

X similar

X ≥ 50% conserved


