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TGFQRYS I LASGSSGNCSFYLETDPQKRI

LL IVDAGLSGKKI STQSLLMASE IDRKPVDEDLVDAI LVTHEHKDHIHGVGVLARKYGNLDI
VYANAE

NTDB id 58449 I872 RS05700 WP 015605196.1 .MTKGFQYSILASGSSGNCFYLETDQKRLLVDAGLSGKKITSLLSEIDRKPEDLDAILVTHEHKDHIHGVGVLARKYNLDIYANE 84
NTDB id 383 SMU RS06875 WP 002262928.1 MTETGFRYSILASGSSGNSFYLETPQKRILIDAGLSGKKISQLMAEIDRKVDDVDAILVTHEHKDHIHGVGVLARKYGLDVYANA 85
consensus * !! !!!!!!!!!!!*!!!!!*!!!*!*!!!!!!!!!* !* !!!!!**!*!!!!!!!!!!!!!!!!!!!!!!! !!*!!!

logo ATWQRAMDEGKDMI
LGKI

LDAVSQKHI FDELMGKMTI
KTFGDI

LDI
VESFGVSHDAAAQPQFYRFLMKDGKSFVI

MLTDTGYVSDRMADGLVI ENADAGYL I ES
NTDB id 58449 I872 RS05700 WP 015605196.1 ATWRAMEKDLGKLDASQKHIFEMGKMKTFGDLDVESFGVSHDAAAPQFYRFMKDGKSFVMLTDTGYVSDRMAGVIENADAYLIES 169
NTDB id 383 SMU RS06875 WP 002262928.1 ATWQAMDGMIGKIDVSQKHIFDLGKTITFGDIDIESFGVSHDAAQPQFYRLMKDGKSFVILTDTGYVSDRMADLIENADGYLIES 170
consensus !!! !!* *!!*! !!!!!!**!! !!!!*!*!!!!!!!!!! !!!!! !!!!!!!!*!!!!!!!!!!!! *!!!!!*!!!!!

logo NHDI E I LRSGAIYPWSLKQR I LSDKLGHLSNDEDGAETMI
VRTLGNKRTKKR IYLGHLSKENNI

VKELAHMTMKVNAQLAMQADLAPVDGHDFKQI
V
F
YD

NTDB id 58449 I872 RS05700 WP 015605196.1 NHDIEILRSGAYPWSLKQRILSDLGHLSNEDGAETMIRTLGNRTKRIYLGHLSKENNIKELAHMTMVNQLAQADLPVGHDFQVFD 254
NTDB id 383 SMU RS06875 WP 002262928.1 NHDIEILRSGIYPWSLKQRILSDKGHLSNDDGAETMVRTLGNKTKKIYLGHLSKENNVKELAHMTMKNALMQADLAVDHDFKIYD 255
consensus !!!!!!!!!! !!!!!!!!!!!! !!!!!*!!!!!!*!!!!!*!!*!!!!!!!!!!!*!!!!!!!! ! ! !!!!*! !!! **!

logo TFSPDTALTPLAVKTI
NTDB id 58449 I872 RS05700 WP 015605196.1 TFPDTATPLVTI 266
NTDB id 383 SMU RS06875 WP 002262928.1 TSPDTALPLAKI 267
consensus ! !!!! !! !

X non conserved
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X ≥ 50% conserved


