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NTDB id 593 KW2 RS05130 WP 021037147.1 MNLIL...........ENLLGHLLLEKDISAFN.NFTDQVNNE..NKLIKIGAMTSVNANKVRCNRCGTIHIKT...NVK 63
NTDB id 277 KZH43 RS10090 WP 000867601.1 MKVN............LDYLGRLFTENELT..........EEE..RQLAEKLPAMRKEKGKLFCQRCNSTI.LE...EWY 52
NTDB id 236 SPD RS10765 WP 000867601.1 MKVN............LDYLGRLFTENELT..........EEE..RQLAEKLPAMRKEKGKLFCQRCNSTI.LE...EWY 52
NTDB id 202 SPR RS10250 WP 000867601.1 MKVN............LDYLGRLFTENELT..........EEE..RQLAEKLPAMRKEKGKLFCQRCNSTI.LE...EWY 52
NTDB id 167 SP RS11275 WP 000867616.1 MKVN............LDYLGRLFTENELT..........EEE..RQLAEKLPAMRKEKGKLFCQRCNSTI.LE...EWY 52
NTDB id 535 SMSK321 RS10515 WP 000867726.1 MKVN............PNYLGRLFTENELT..........KEE..RQLAEKLPAMRKEKGKLFCQRCDSAI.LD...EWY 52
NTDB id 507 SM12261 RS09240 WP 000867722.1 MKVN............PNYLGRLFTENELT..........EEE..RQLAEKLPAMRKEKGKLFCQRCNSTI.LE...EWY 52
NTDB id 615 LCA RS02545 WP 011374200.1 ...................MGQQVIACGRQFTAAQLADTQNNNYSLPQIKRRPAFLRVKHRLVCQRCQQVVPPQ....TC 57
NTDB id 58415 B1NLA3E RS20535 WP 015595739.1 ................................................................................ 0
NTDB id 108 BSU 35470 NP 391427.1 MNVPVEKNSSFSKELQQTLRSRHLLRTELSFSDEMIEWHIKNGY....ITAENSISINKRRYRCNRCGQTDQRYFSFYHS 76
consensus **** ************ *** ************************** ** ***

logo

S
L
G
P
D
K
I
N
G
K
R
T
A
F
H
L
Y
F
YCAPRQSTECVLEMLFLMGKRLVSVRESEGDDEVQMPSVWYTFL IYHTSYLVWFKRPSEQCQEHNSDVFAPEKLVGANETTALLALHEAEKLFMSAENDNWKNQI

K
S
Q
I
P
S
T
D
I
L
Y
K
VLARTKWDETRGRKQLSTSEPHNGFQDQELKI

A
V
A
S
D
N
Q
E
R
V
A
G
V
L
C
V
I
L
E
Q
Q
V
A
I
V
S
T
Q
D

NTDB id 593 KW2 RS05130 WP 021037147.1 LPIGAFFCPTCLELGRVRSDEYFYHLPQQDFPE.....................KTYLRWTGKLTENQEKISDALCQQIT 122
NTDB id 277 KZH43 RS10090 WP 000867601.1 LPIGAYYCRECLLMKRVRSDQTLYYFPQEDFPK.....................QDVLKWRGQLTPFQEKVSEGLLQAVD 111
NTDB id 236 SPD RS10765 WP 000867601.1 LPIGAYYCRECLLMKRVRSDQTLYYFPQEDFPK.....................QDVLKWRGQLTPFQEKVSEGLLQAVD 111
NTDB id 202 SPR RS10250 WP 000867601.1 LPIGAYYCRECLLMKRVRSDQTLYYFPQEDFPK.....................QDVLKWRGQLTPFQEKVSEGLLQAVD 111
NTDB id 167 SP RS11275 WP 000867616.1 LPIGAYYCRECLLMKRVRSDQTLYYFPQEDFPK.....................QDVLKWRGQLTPFQEKVSEGLLQVVD 111
NTDB id 535 SMSK321 RS10515 WP 000867726.1 LPIGAYYCRECLLMKRVRSDQVLYYFPQEDFAK.....................QDILKWRGQLTPFQEKVSEGLIQAVD 111
NTDB id 507 SM12261 RS09240 WP 000867722.1 LPIGTYYCRECLLMKRVRSDQSLYYFPQEDFPK.....................QDVLKWRGQLTPFQDKVSQGLLQAVD 111
NTDB id 615 LCA RS02545 WP 011374200.1 LPDGRHYCAQCLLFGRLVEGDWLYTVPECH...................LFENNIPKLTWEGQLTPHQEKAAQAVVEVVQ 118
NTDB id 58415 B1NLA3E RS20535 WP 015595739.1 .....................MLISWRSESVPELVGANETTALLALHEAKMADQSSLLAWTGRLSEGQQLASNRVIEAIQ 59
NTDB id 108 BSU 35470 NP 391427.1 SGKNKLYCRSCVMMGRVSEEVPLYSWKEEN...................ESNWKSIKLTWDGKLSSGQQKAANVLIEAIS 137
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NTDB id 593 KW2 RS05130 WP 021037147.1 NNQKLLVQAVTGAGKTEMIYQLIEQILSHGGSVGLASPRIDVCIELHQRLSRDFTC.QIPLLYHEG.DSYFRSPLVVMTS 200
NTDB id 277 KZH43 RS10090 WP 000867601.1 KQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCLASPRIDVCLELYKRLQQDFSC.GIALLHGES.EPYFRTPLVVATT 189
NTDB id 236 SPD RS10765 WP 000867601.1 KQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCLASPRIDVCLELYKRLQQDFSC.GIALLHGES.EPYFRTPLVVATT 189
NTDB id 202 SPR RS10250 WP 000867601.1 KQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCLASPRIDVCLELYKRLQQDFSC.GIALLHGES.EPYFRTPLVVATT 189
NTDB id 167 SP RS11275 WP 000867616.1 KQKPTLVHAVTGAGKTEMIYQVVAKVINAGGAVCLASPRIDVCLELYKRLQQDFSC.GIALLHGES.EPYFRTPLVVATT 189
NTDB id 535 SMSK321 RS10515 WP 000867726.1 KQEPILVHAVTGAGKTEMIYQVVAKVINAGGAVCLASPRIDVCLELYKRLQDDFAC.EISLLYGES.EPYFRTPLVVSTT 189
NTDB id 507 SM12261 RS09240 WP 000867722.1 KQEPSLVHAVTGAGKTEMIYQVVAKVINAGGAVCLASPRIDVCLELYKRLQKDFAC.EIALLHGES.EPYFRTPLVVATT 189
NTDB id 615 LCA RS02545 WP 011374200.1 TQKRHVLTAVTGAGKTEMLFQGILVALQKGQRVCLAAPRVAVCLELYPRLQAAFATTSIMLMHGEQTEPYRYTQLVICTT 198
NTDB id 58415 B1NLA3E RS20535 WP 015595739.1 QKDELLVWAVCGAGKTEVLFAGIDRALQQGQRVCIATPRTDVVLELTPRLQAAFPTISIASLYGGSPDRHLCAPLTITTT 139
NTDB id 108 BSU 35470 NP 391427.1 KKEELLIWAVCGAGKTEMLFPGIESALNQGLRVCIATPRTDVVLELAPRLKAAFQGADISALYGGSDDKGRLSPLMISTT 217
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NTDB id 593 KW2 RS05130 WP 021037147.1 HQLLRFKEAFDLLIIDEVDAFPFRDNDMLYFALENAKKINGTLLYLTATSTDKLDKQIKKHEIKRLFLPRRFHGHPLVIP 280
NTDB id 277 KZH43 RS10090 WP 000867601.1 HQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNSVKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIP 269
NTDB id 236 SPD RS10765 WP 000867601.1 HQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNSVKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIP 269
NTDB id 202 SPR RS10250 WP 000867601.1 HQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNSVKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIP 269
NTDB id 167 SP RS11275 WP 000867616.1 HQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNSVKENGLRIFLTATSTNELDKKVRLGELKRLNLPRRFHGNPLIIP 269
NTDB id 535 SMSK321 RS10515 WP 000867726.1 HQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNSVKENGLRIFLTATSTDELDRKVRIGELKRLSLPRRFHGNPLIIP 269
NTDB id 507 SM12261 RS09240 WP 000867722.1 HQLLKFYQAFDLLIVDEVDAFPYVDNPMLYHAVKNSVKENGLRIFLTATSTDELDRKVRIGELKRLSLPRRFHGNPLIIP 269
NTDB id 615 LCA RS02545 WP 011374200.1 HQLLKFYHAFDTVIVDEVDAFPFVDNPVLATAVEQACKPQCALLYLTATPTPAIKRAIAAKQMTVSELPLRFHGHLLPEP 278
NTDB id 58415 B1NLA3E RS20535 WP 015595739.1 HQLLRFYQAFDTVIVDEVDAFPYSVDETLQYAVKQSRKPKSGLIYLTATPDQKLQRQCRNGKKAYTTIPARFHRHPLPVP 219
NTDB id 108 BSU 35470 NP 391427.1 HQLLRYKDAIDVMIIDEVDAFPYSADQTLQFAVQKARKKNSTLVYLSATPPKELKRKALNGQLHSVRIPARHHRKPLPEP 297
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NTDB id 593 KW2 RS05130 WP 021037147.1 MFFWKKTFYKK..............FIEQRKTGFPLLIFVAEIDFGQDFAKNLQEKFPKEKMAFVASTTKSRKTIVEAFR 346
NTDB id 277 KZH43 RS10090 WP 000867601.1 KPIWLSDFNRYLDK.NRLSPKLKSYIEKQRKTAYPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFR 348
NTDB id 236 SPD RS10765 WP 000867601.1 KPIWLSDFNRYLDK.NRLSPKLKSYIEKQRKTAYPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFR 348
NTDB id 202 SPR RS10250 WP 000867601.1 KPIWLSDFNRYLDK.NRLSPKLKSYIEKQRKTAYPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFR 348
NTDB id 167 SP RS11275 WP 000867616.1 KPIWLSDFNRYLDK.NRLSPKLKSYIEKQRKTAYPLLIFASEIKKGEQLAEILQEQFPNEKIGFVSSVTEDRLEQVQAFR 348
NTDB id 535 SMSK321 RS10515 WP 000867726.1 KPVWLSDFNRYLEK.KCLSPKLKSYIEKQRKTGYPLLIFASEIKKGEQLKEILQKEFPHEKIGFVSSVTEDRLEQVQAFR 348
NTDB id 507 SM12261 RS09240 WP 000867722.1 KPVWLSDFNHCLEK.SRLSPKLKSYIEKQRKTGYPLLIFASEIKKGEQLKEIIQEQFPNEKIGFVSSITENRLEQVQAFR 348
NTDB id 615 LCA RS02545 WP 011374200.1 QRHVAFNWRAQLKK.GRLPKRLERDCQTYL.KTQQILLFVPQVRLLQPVANRLSTLLPAVRIETLHANDPDQIKKITAFR 356
NTDB id 58415 B1NLA3E RS20535 WP 015595739.1 EFVWCGNWGKLLKGKQTLPQNVMKWIDERLKIHKQALLFIPKIELIDELLPLLQAKY..PTIEGVHAEDPDRKEKVMKMR 297
NTDB id 108 BSU 35470 NP 391427.1 RFVWCGNWKKKLNR.NKIPPAVKRWIEFHVKEGRPVFLFVPSVSILEKAAACFKGVH..CRTASVHAEDKHRKEKVQQFR 374
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NTDB id 593 KW2 RS05130 WP 021037147.1 KKQVSILITTSILERGVTFSSIDVFVINSEHPNFTKSALIQMAGRVGRDSKRPTGLVSFFHSGKSLAMCQAQKEIKKMNR 426
NTDB id 277 KZH43 RS10090 WP 000867601.1 DGELTILISTTILERGVTFPCVDVFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNK 428
NTDB id 236 SPD RS10765 WP 000867601.1 DGELTILISTTILERGVTFPCVDVFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNK 428
NTDB id 202 SPR RS10250 WP 000867601.1 DGELTILISTTILERGVTFPCVDVFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNK 428
NTDB id 167 SP RS11275 WP 000867616.1 DGELTILISTTILERGVTFPCVDVFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNASIKKAIKEIQMMNK 428
NTDB id 535 SMSK321 RS10515 WP 000867726.1 DGELTILISTTILERGVTFPCVDVFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNTSIKKAIKEIQQMNK 428
NTDB id 507 SM12261 RS09240 WP 000867722.1 DRELTILISTTILERGVTFPCVDVFVVEANHRLFTKSSLIQIGGRVGRSMDRPTGDLLFFHDGLNTSIKKAIKEIQQMNK 428
NTDB id 615 LCA RS02545 WP 011374200.1 AQQIQLMVTTTILERGVTFKNVAVLVLGAEHMVFNEAVLVQIAGRAGRHKDYAQNPVHFYYQDYTRAIKGACRQIKTQNQ 436
NTDB id 58415 B1NLA3E RS20535 WP 015595739.1 NHEIPLLLTTTILERGVTFPNIDVAVLGAEDRIFTESALVQISGRVGRSPDFPSGDITFFHYGKTEAMVKARKQIIDMNR 377
NTDB id 108 BSU 35470 NP 391427.1 DGQLDLLITTTILERGVTVPKVQTGVLGAESSIFTESALVQIAGRTGRHKEYADGDVIYFHFGKTKSMLDARKHIKEMNE 454
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NTDB id 593 KW2 RS05130 WP 021037147.1 LGGF...... 430
NTDB id 277 KZH43 RS10090 WP 000867601.1 EAGL...... 432
NTDB id 236 SPD RS10765 WP 000867601.1 EAGL...... 432
NTDB id 202 SPR RS10250 WP 000867601.1 EAGL...... 432
NTDB id 167 SP RS11275 WP 000867616.1 EAGL...... 432
NTDB id 535 SMSK321 RS10515 WP 000867726.1 EAGL...... 432
NTDB id 507 SM12261 RS09240 WP 000867722.1 EAGL...... 432
NTDB id 615 LCA RS02545 WP 011374200.1 RGRRLQSTV. 445
NTDB id 58415 B1NLA3E RS20535 WP 015595739.1 EAKRVGLVDF 387
NTDB id 108 BSU 35470 NP 391427.1 LAAKVECTD. 463
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