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NTDB id 1170 A1552VC RS11080 WP 000418747.1 MELFYFYPWLFPVLATLFGLIVGSFLNVVIYRLPKIMEREWRAECAASFPEYGITPPEGKLTLSLPRSTCPHCQTPIRVI 80
NTDB id 58407 B1NLA3E RS17335 WP 041580643.1 .........MLYLLLFIYGILFGSFYNVVGLRVPV........................GQSIVSPRSACPTCGHQLRAF 47
NTDB id 103 BSU 28070 NP 390685.2 ..........MLSILFIFGLILGSFYYTAGCRIPL........................HLSIIAPRSSCPFCRRTLTPA 46
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NTDB id 1170 A1552VC RS11080 WP 000418747.1 DNIPLLSWLALRGQCSHCKAPISARYPLIELLTALMSLVIATHFPFGVFAVALLFFSYVLIAATFIDFDTLLLPDQLTLP 160
NTDB id 58407 B1NLA3E RS17335 WP 041580643.1 ELIPVLSYLFQGGKCRVCKTGISPIYPIIELFTGVLFATAPLVVGWGSELLIALTLISLFIIILVSDVAYMLIPDKVLLV 127
NTDB id 103 BSU 28070 NP 390685.2 ELIPILSFLFQKGKCKSCGHRISFMYPAAELVTACLFAAAGIRFGISLELFPAVVFISLLIIVAVTDIHFMLIPNRILIF 126
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NTDB id 1170 A1552VC RS11080 WP 000418747.1 LLWGGIALALLGFSPVSLSDAVIGAMAGYLSLWSIYWLFKLLTGKEGMGYGDFKLLAALGAWLGWQQLPVIVLLSSVVGV 240
NTDB id 58407 B1NLA3E RS17335 WP 041580643.1 F.AGIFLMERLFFPLLPWWDSLLGAAIGFVVLLAI.....ALVSKGGMGGGDIKLFALIGFVVGVKILLLAFFLSTLFGA 201
NTDB id 103 BSU 28070 NP 390685.2 F.LPFLAAARLISPLDSWYAGLLGAAAGFLFLAVI.....AAITHGGVGGGDIKLFAVIGFVLGVKMLAAAFFFSVLIGA 200
consensus * * *****! ***********!!**!** ! ! ******!*!*!!*!!*!**!***!***! *****!***!*

logo

L
I
F
I
YGAGL IAAGQLMVALRQTVGQRI

K
R

F
K
L

A
E
G

I
K
D
G
R

K
M
Q

A
P
F
I
LPFAGPAFYLIGAI

A
A
G
G
S
T

I
L
W

F
L
VALYYLWYGDSKVI IDQSAFWYI

F
K
N
T

L
M
T

A
F
W

F
L
V

S
G
QPL

NTDB id 1170 A1552VC RS11080 WP 000418747.1 IFGLIQLRQQKKGIDMAFPFGPYLAIAGWFALLWGDKVIDWYFTTWVGQPL 291
NTDB id 58407 B1NLA3E RS17335 WP 041580643.1 IIGGAGMAVRIFEKGKPIPFGPFIGAGTLVAYYYGDKIIQAYFNLFFS... 249
NTDB id 103 BSU 28070 NP 390685.2 LYGAAAVLTGRLAKRQPLPFAPAIAAGSILAYLYGDSIISFYIKMALG... 248
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