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NTDB id 58404 B1NLA3E RS17055 WP 015595080.1 MEQQNSLDLFSNQGKFIKGKHLVTIFHNEQNLYTVMRIRVEETNETYEDKEAVITGYFPRVHEQESYIFYGEMKEHPRFG 80
NTDB id 355 BSU 27480 NP 390625.1 .MQQHPDQLKLEEEPYLKGTVNTVIYHNDTNLYTVLKVKVTETSEAIEDKAVSVTGYFPALQEEETYTFYGKIVTHPKFG 79
consensus * !!** ! ***!! * !*!!* !!!!!****! !! ! !!! *!!!!! **! !*! !!! * !!*!!
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NTDB id 58404 B1NLA3E RS17055 WP 015595080.1 LQFHATHFRKDMPQSKQGVINYLSSELFKGIGKKTAEKVVETLGENTISKILNEPSLLDSIPKLPPERAKLLYDTLMEHQ 160
NTDB id 355 BSU 27480 NP 390625.1 LQFQAEHFKKEIPTTKEGIIQYLSSDLFEGIGKKTAEEIVKKLGDSAINKILADASVLYDVPRLSKKKADTLAGALQRHQ 159
consensus !!!*! !!*!**! *! !*!*!!!!*!! !!!!!!!! *! !!* ! !!! **!*! *!*!** *! ! ! !!
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NTDB id 58404 B1NLA3E RS17055 WP 015595080.1 GLEQIMVALNQYGFGPQISMRIYQVYKEETLEKIQKNPYQLVEDIEGIGFGRADELGHQLGITGSHPDRIKAGCHYTLEN 240
NTDB id 355 BSU 27480 NP 390625.1 GLEQIMISLNQFGFGPQLSMKIYQAYESETLEKIQENPYQLVKDVEGIGFGKADELGSRMGLSGNHPERVKAAILYTLET 239
consensus !!!!!!* !!!*!!!!!*!!*!!! ! !!!!!!! !!!!!! !*!!!!!!*!!!!!* *!**! !!*!*!!***!!!!
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NTDB id 58404 B1NLA3E RS17055 WP 015595080.1 QSIQAGHVYVEASSLLDRVKTLLEENQRDIIEF..ADISAEVIKLAEEGKIIIEDQRVYLPSLYFAEKGIVKHMKRIMAQ 318
NTDB id 355 BSU 27480 NP 390625.1 TCLSEGHTYIETEQLIIDTQSLLNQSAREGQRITEMDAANAIIALGENKDIVIEDGRCYFPSLFYAEQNVAKRVKHIASQ 319
consensus ** !! !*! !* *!! !* ** ! *! !*! !*!!! !*! !!!**!! * !**!*! !
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NTDB id 58404 B1NLA3E RS17055 WP 015595080.1 TEYANQFPESEFLLALGQLEERISVQYAPTQKEAIQTALMSPMLILTGGPGTGKTTVIKGIVELYAELHGCSLDTKDYKK 398
NTDB id 355 BSU 27480 NP 390625.1 TEYENQFPESEFLLALGELEERMDVQYAPSQKEAIQKALSSPMLLLTGGPGTGKTTVIRGIVELYGELHGVSLDPSAYKK 399
consensus !!! !!!!!!!!!!!!! !!!!* !!!!!*!!!!!! !! !!!!*!!!!!!!!!!!!!*!!!!!!*!!!!*!!!* !!!
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NTDB id 58404 B1NLA3E RS17055 WP 015595080.1 EEPFPFLLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGTEGFDHHEDNPLEGKILIIDETSMVDVWMANQLFKALSETIQ 478
NTDB id 355 BSU 27480 NP 390625.1 DEAFPIVLAAPTGRAAKRMSESTGLPAVTIHRLLGWNGAEGFTHTEDQPIEGKLLIIDEASMLDIWLANHLFKAIPDHIQ 479
consensus *!*!! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !*!!*!*!!!*!!!!! !!*!*!*!!*!!!!****!!
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NTDB id 58404 B1NLA3E RS17055 WP 015595080.1 VILVGDEDQLPSVGPGQVLKDMLRSGVIPLVRLTDIYRQAEGSSIIELAHEIKRGRVPQQISIQQKDRSFIRCSTGQMAD 558
NTDB id 355 BSU 27480 NP 390625.1 IIIVGDEDQLPSVGPGQVLRDLLASQVIPTVRLTDIYRQAEGSSIVELAHQMKNGLLPNNLTAPTKDRSFIRCGGSQIKE 559
consensus *!*!!!!!!!!!!!!!!!!*!*! ! !!! !!!!!!!!!!!!!!!*!!!! *! ! *!**** * !!!!!!!! !* *
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NTDB id 58404 B1NLA3E RS17055 WP 015595080.1 VVEKVVLNAKKKGFTARDIQVLAPMYRGVAGVDRLNVLLQEIFNPNPDGTRKELLFADIKYRIGDKVLQLVNQPENNVFN 638
NTDB id 355 BSU 27480 NP 390625.1 VVEKVVANALKKGYTAKDIQVLAPMYRGKAGINELNVMLQDILNPP.KEKRRELKFGDVVYRTGDKILQLVNQPENNVFN 638
consensus !!!!!! !! !!!*!!*!!!!!!!!!!! !!* !!!*!!*! !!** !*!! !*!* !! !!!*!!!!!!!!!!!!!
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NTDB id 58404 B1NLA3E RS17055 WP 015595080.1 GDIGEVVSIFFAKENVEKQDMLIVSFEGTEVTYTRQDLNKLTHAYCCTVHKAQGSEFPIVILPVVKSYYRMLRRNLIYTA 718
NTDB id 355 BSU 27480 NP 390625.1 GDIGEITSIFYAKENTEKEDMAVVSFDGNEMTFTKKDFNQFTHAYCCSIHKSQGSEFPIVVLPVVKGYYRMLRRNLLYTA 718
consensus !!!!!* !!!*!!!! !! !! *!!!*! !*!*!* ! ! !!!!!!**!! !!!!!!!!*!!!!! !!!!!!!!!*!!!
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NTDB id 58404 B1NLA3E RS17055 WP 015595080.1 ITRSKQFLILCGEEEALRIGVERADDQARNTTLTEKLQEALQFNSHEAKEQIPVPNETLDGQEISYEAMLMEVDPLIGMD 798
NTDB id 355 BSU 27480 NP 390625.1 ITRAKKFLILCGEEEALEWGVKNNDATVRQTSLKNRLSVQVEEMDAE.............LEALQKELPFSVHDANIGME 785
consensus !!! ! !!!!!!!!!!! !! ! !*!*! *! * *!************* * ! * *!* !!!*
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NTDB id 58404 B1NLA3E RS17055 WP 015595080.1 EATPYDFM..... 806
NTDB id 355 BSU 27480 NP 390625.1 GITPFDFMKEEQQ 798
consensus !!*!!!*****
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