
logo MLQTKCEGIV I
LRTNTDYGETNKI

VVTLLYTREHWGKIGVMARGAKKPNSRLSAI
V
S
TQLPFLTYGSYFL IMQKGTSGLGSTLQQGE I

MI LSSLMRGS
NTDB id 58402 B1NLA3E RS16685 WP 015595009.1 MLQKCEGIVIRTTDYGETNKVVTLYTREWGKIGVMARGAKKPNSRLSAITQLFTYGYFLIQKGSGLGSLQQGEIISSLRS 80
NTDB id 118 BSU 25280 NP 390406.2 MLTKCEGIVLRTNDYGETNKIVTLLTREHGKIGVMARGAKKPNSRLSAVSQPFLYGSFLMQKTSGLGTLQQGEMILSMRG 80
consensus !! !!!!!!*!! !!!!!!!*!!! !!!*!!!!!!!!!!!!!!!!!!!**!*! !! !!*!! !!!!*!!!!!*! !*!

logo I REDI
LF ILTAYAASYVAVELTVDKRAGTVDEEKKTPNPFYLFEFL ILLYEQSTLKNLQLMNEGTYDLPDI

V
I
M
A
T
F
NIVYEQMKMLDGLVFMGLHYPCELDNHQCSVHVCGKNSQTD

NTDB id 58402 B1NLA3E RS16685 WP 015595009.1 IREDIFITAYASYVVELTDKATVDEKTPNPFLFELLYQTLNLMNEGYDLDIMANIYEMKMLDLFGLHPCLDQCSVCGNTD 160
NTDB id 118 BSU 25280 NP 390406.2 IREDLFLTAYAAYVAELVDRGT.EEKKPNPYLFEFILESLKQLNEGTDPDVITFIVQMKMLGVMGLYPELNHCVHCKSQD 159
consensus !!!!*!*!!!! !! !! !**!**!! !!!*!!! * *! *!!! !*!** ! !!!! * !!*!*! *! *! !

logo GHTFHSFSLVRDEGNGFL ICHQRCFVENKDPRYAR I
L
K
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LFYYFDLSRLGNI
V
D
S
L
VKAEETKAELKKQVIDTALYYDEEYSGLHYLKSTKKRF

NTDB id 58402 B1NLA3E RS16685 WP 015595009.1 GHFSFSLREGGLICHQCVNKDRYALKITPATVKLLRIFYYFDLSRLGNIDVKAETKAELKKVITAYYDEYSGLHLKTKKF 240
NTDB id 118 BSU 25280 NP 390406.2 GTFHFSVRDNGFICHRCFEKDPYRIPIKPQTARLLRLFYYFDLSRLGNVSLKEETKAELKQVIDLYYEEYSGLYLKSKRF 239
consensus !*!*!!*!* ! !!! ! !!*! **! ! ! *!!!*!!!!!!!!!!!* *! !!!!!!! !! !!*!!!!!*!!*!*!

logo LDNQMDEKSMKRDHLML
M
G
S
ENKS

NTDB id 58402 B1NLA3E RS16685 WP 015595009.1 LNQMDKMRDMLS.... 252
NTDB id 118 BSU 25280 NP 390406.2 LDQMESMKHLMGENKS 255
consensus ! !!* !**** ****
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