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NTDB id 58385 B1NLA3E RS04935 WP 015592740.1 GFNRYHLNSTGISMLIRKIIEEKKDELTLFKRAADKNGFIEQMEQLLTEFKRYCIQPEELAEKS.....GQMAQQKSLHD 155
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NTDB id 58385 B1NLA3E RS04935 WP 015592740.1 KLGDLELIYQHFEEALQDKYIDSEDYFRLLAEKAASSKFLQEAEIYIDGFYSFTPIEYMVIEQLMKHCKRVTISLTLDQP 235
NTDB id 120 BSU 10620 NP 388943.2 KLHDLSILYQQMEKSLADQYLHSEDYLTLLAEHIPLAEDIKGAHIYVDGFYQFTPQEFRVLEQLMVHAEHITFSLTADKP 240
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NTDB id 58385 B1NLA3E RS04935 WP 015592740.1 FTKSLPEELHLFRMTGDTCQTLHDMVRAEGIPYEDPILLTELLRWKNHSFFHLEKYFDLLPVQEYR.GETAIHIAQAVNR 314
NTDB id 120 BSU 10620 NP 388943.2 SYEREPHELELFRMTGKTYYRLHQKAKELNLDITYKELSGTERHTKTPELAHLEAQYEARPAIPYAEKQEALTVMQAANR 320
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NTDB id 58385 B1NLA3E RS04935 WP 015592740.1 IAAKQFAVIIESGIESLRFSLVPPAMDQVVVADLEKSRLEDIKAAFIIGLNEGVLPAKLTDEGIFGDEDREALLANGLKI 634
NTDB id 120 BSU 10620 NP 388943.2 ISLDLFQQMIEAGAESLTFSLIPPALDQVFVGNMDLSRMYGTSCTFVLGANDGVLPARPDENGVLSDDDREWLKTIGVEL 639
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NTDB id 58385 B1NLA3E RS04935 WP 015592740.1 APSSRTRLLDENFLAYKAFTLPSEVLFLSYPVANEEGKALMPSPYIKRMHELFPQAIGHLFVADPAELSEMEQLAYVSNE 714
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NTDB id 58385 B1NLA3E RS04935 WP 015592740.1 NTTLTYLTAQLQLKQQHYPIYDFWWDVYNYYMENDQWRTTATKVLSSLFYDNKTSKLPEQVSHELYGDLIQASVSRMEMF 794
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NTDB id 58385 B1NLA3E RS04935 WP 015592740.1 SNRNVYLKRKLEKIISRATYVLSEHAKVSGFSPVGLELGFGPKGDLPPISFSLKNGTKMELVGRIDRVDKANDGENVFLR 954
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NTDB id 58385 B1NLA3E RS04935 WP 015592740.1 VIDYKSSERELNISEVYYGLSLQMLTYLDIIITHSQQLVGTDASPAGVLYFHVHNPIIQTTKMLSLDDIEREMFKRFKMN 1034
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NTDB id 120 BSU 10620 NP 388943.2 GLLLGDQEVVRLMDTTLQEGRSNIINAGLKKDGSLRSDSAAVGEKEFDLLTKHVRRTFQEAGEQITDGRVSIEPYKMKNK 1118
consensus !!*!!*! !**!!! !! ! !!*!* !* !!!*!! ! ! !!* !!!*!! !* ! !* !! !!! !!! !!



logo

S
T
A
PCTFYCASFKS IVCHQFDEPS ILEKENNEYRNPLKPANEMKSDKEKETI LESW IKQKEADDSGSLNEGHS ISDHTSKT

NTDB id 58385 B1NLA3E RS04935 WP 015592740.1 SACTFCSFKSICHFDPSIKNNEYRNLPNMSKEEILESIQKEDSSLGSIDHTSKT 1168
NTDB id 120 BSU 10620 NP 388943.2 TPCTYCAFKSVCQFDESLEENEYRPLKAEKDKTILEWIKKEADGNEHS...... 1166
consensus **!!*! !!!*!*!!*!* !!!!*!* !!! ! !! * ******

X non conserved

X similar

X ≥ 50% conserved


