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NTDB id 1175 A1552VC RS12105 WP 000788426.1 ALQNESKAEIISSPRLITTNKQPAYIEQGTEIPYLESSSS.GASTVAFKKAVLSLKVTPQITPDNRLVLDLSVTQDRRGE 489
NTDB id 1408 DSB67 RS13980 WP 010643500.1 ALQQESKAEIISSPRLITTNKKPAYIEQGTEIPYLESSSS.GATSVTFKKAVLSLKVTPQITPDNRLVLDLSVTQDRPGQ 498
consensus !**** * *!* *!******* *! ! *!*!*!!* *** ***** !**!*! **!!! *********** *** **



logo

Q
R
T
V
N
L
V
M
A
Q
K
Q
Y
T
A
G
L
D
Q
T
N
G
G
E
T
A
V
P
L
V
P
A
S INDTKNQREVI EGNATKQI

V
E
F
L
A
VKNSDNGETLIVAVI

LGGVI FTHSQNQRDHEKTSQNI SKNTSTKNGSQREVEDSKVPFVLLGENDI
LPLYWVFILKGQARLFSRHKRSETDTGSYVKEDENTQRNVDHMREQGRKNSRELLVVI FLIVTPHKRLIVMLV
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NTDB id 1373 NTHI RS02645 WP 011272046.1 RVAYGQNEVVSIDKQEINTQVFAKDGETIVLGGVFHDTITKSEDKVPLLGDIPVIKRLFSKESERHQKRELVIFVTPHIL 428
NTDB id 1193 PA5040 NP 253727.1 QNM..LNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFLTPRIM 705
NTDB id 1186 GTF74 RS01320 WP 000788426.1 TVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVLGALFRRTYEQMGKSELLIFVTPKVV 569
NTDB id 1175 A1552VC RS12105 WP 000788426.1 TVKTGTGEAVSIDTQRIGTQVLVNNGETVVLGGIFQHSINNSVDKVPLLGDLPVLGALFRRTYEQMGKSELLIFVTPKVV 569
NTDB id 1408 DSB67 RS13980 WP 010643500.1 VVKTGTGEAVAIDTQRIGTQVLVNNGETVVLGGIFQHSITNSVDKVPLLGDLPLLGALFRRSYENVGKSELLIFVTPKVV 578
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