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NTDB id 1426 RS RS05575 WP 011001070.1 MRALLIGFVAGCMALQTRPALAPVWQPALLGLACLLAMALLRRGARLPRLVPVMAVLAAACAGFGWSDWRAQQRLSVVLAPAWEG 85
NTDB id 58355 AVCA6 RS06700 WP 156483617.1 ....MLALTAGLLVLRFLPALPPWWLWSPMALGAAILLAARRY............SPALFLFGLGWACLSAHWALEERLPVELDG 69
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLPFRWR............PLAFFLFGLVWACLNAQWALDDRLPVDLDG 73
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NTDB id 1426 RS RS05575 WP 011001070.1 KDIRATGVVAELPEVTEDATRFLFRIESSDAGDAVPPRVRLSWYGLRSWHERQREAEAATDRRAGIPDLQPGQRWQLTLRLKRPH 170
NTDB id 58355 AVCA6 RS06700 WP 156483617.1 RTLWLEGLVVGLPARIDGTLHFQLEEAS.SRRAELPGRLRLAWHA....................GPEVRAGERWRLAVSLKRPR 133
NTDB id 1199 PSJM300 12650 AFN78592.1 RTFWLEGQVTGLPDRRGDVVRFELEDIH.SRHAGLPSRIRLAWYG....................GPEIRSGERWRLAARLKRPS 137
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NTDB id 1426 RS RS05575 WP 011001070.1 SLMNPGGFDGEYAMLADDVRAAGYVYTGKRARNALMGEADAGSGVGLRVERWRAAVRRHLLAALPEARYAPVIVALVVGDQSGIA 255
NTDB id 58355 AVCA6 RS06700 WP 156483617.1 GLVNPQGFDYEAWLLAQRIGATGTVKAGERLGTP............ENADGWRDSLRQRLLQVDAHG.REGALAALVMGDASGLS 205
NTDB id 1199 PSJM300 12650 AFN78592.1 GMVNPSAFDYEAWLLARRIGATGTIKAGERIAEA............ASSGAWRDRLRQRLLTVEAHG.RAGAIAALVVGDGSGLS 209
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NTDB id 1426 RS RS05575 WP 011001070.1 QADWERFRRTGISHLVSISGLHITMIAGLFGALWMALWRRSFGLARWLRTPLPLRMPAQRAGAVAAMAAAFAYCLLAGMGVPAQR 340
NTDB id 58355 AVCA6 RS06700 WP 156483617.1 VADWKLLQDTGTVHLMVISGQHVGLLAGLVYGLVVLLAR.......FGLW..PGFLPWLPCACGLAFATALGYGWLAGFGVPVQR 281
NTDB id 1199 PSJM300 12650 AFN78592.1 TADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLLAR.......WGIW..PQRLPWLPWACGLAFAGALGYGWLAGFEVPVRR 285
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NTDB id 1426 RS RS05575 WP 011001070.1 TLLMLATVAVARLADRSVPVSLSLCWAAALVALVDPWAVMSAGGWLSFGAVAVIFLAARIVAADARDDVRRPAWPVRAWRGLRGA 425
NTDB id 58355 AVCA6 RS06700 WP 156483617.1 ACAMLAVVLFWRLRFRHLGLWLPILLALDGVLLLEPLASLQPGFWLSFGAVVILVLAFG.......GRLGAWSWRQTL....... 352
NTDB id 1199 PSJM300 12650 AFN78592.1 ACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLIWIFR.......GRLGVPSWWRAL....... 356
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NTDB id 1426 RS RS05575 WP 011001070.1 ARVQLAVTFGLLPLTLLLFQQVSVVSAVANALAIPVVSFVTTPLALMGTA.LPEPWSQPVLIWAEASFAWLMPWLDALALPGGSV 509
NTDB id 58355 AVCA6 RS06700 WP 156483617.1 WRAQWTSALGLLPLLLALGLPISLSGPLANLVAVPWVGFAVVPLALLGTLLLPLPAMGEGLLWLAGALLETLFRLLGEIAGAVPA 437
NTDB id 1199 PSJM300 12650 AFN78592.1 LYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVPWLGEALLWLAGGLLAVLFELLALIAGWQPA 441
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NTDB id 1426 RS RS05575 WP 011001070.1 WVAPAAPAWAWGLAVVGVPLLLVPGGYRAWAWRAQGAVLLLPMLLARAPAPPPGEFRMVAFDIGQGAATLVETAGHRLLFDTGPR 594
NTDB id 58355 AVCA6 RS06700 WP 156483617.1 WLPHAVPVWGWLLALLGTLLILLPAGVP...LRVPGLALLLPLAFPPQERIPQARADVWLLDVGQGLAVLVRTRGHDLLYDAGPR 519
NTDB id 1199 PSJM300 12650 AFN78592.1 WLASALPLWAWSLVALGTLVLLLPAGVP...LRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVRTRDHALLYDAGPR 523
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NTDB id 1426 RS RS05575 WP 011001070.1 QGDLADAADRVIVPYLRGHGVQAIDTLVVSHEDSDHAGGTETVMAGVPVRTMLASLPPGHGLERQARALGIEPAGCVAGQRWAWD 679
NTDB id 58355 AVCA6 RS06700 WP 156483617.1 FGDF.DLGERVVLPSLRNLGVGRLDRLLLSHADGDHAGGALAVRRALPVGEVVAGEA.......QAQSAALAAQPCAR.RAWQWD 595
NTDB id 1199 PSJM300 12650 AFN78592.1 YGDF.DIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEP.......ERLPAALDARSCRTGQRWTWN 600
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NTDB id 1426 RS RS05575 WP 011001070.1 GVAFEILYPVQVPSDRAAVSSNARSCVLRIANARYAAMLAGDIGRAQEAALIAAEAPERLMADILLVPHHGSRTSSSGAFLDAVS 764
NTDB id 58355 AVCA6 RS06700 WP 156483617.1 GVRFATWHWTA......VQEGNRASCVLLVEAAGERLLLTGDIDAAAERALLDSH..PEWRADWLLAPHHGSRSSSSPALLKALA 672
NTDB id 1199 PSJM300 12650 AFN78592.1 QVNFSVWRWPQ......ATNGNQASCVLMVEAAGERLLLTGDIDAQAERALVDGG..MEVNARWLLAPHHGSNSSSSAVFLAAVA 677
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NTDB id 1426 RS RS05575 WP 011001070.1 AQVAVFQVGYRNRYGHPHPQVWQRYGARGIERLRTDATGAVVIETRGDALAVRTARSMRPRYWSSALEVAALAETTEPTGAQP 847
NTDB id 58355 AVCA6 RS06700 WP 156483617.1 PRAVLISRGWNNGFGHPHAQVVERYRKLPAVIHDTARQGALRFRLGD..WGRARGLREEPRFWREK................. 736
NTDB id 1199 PSJM300 12650 AFN78592.1 ADGALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLGA..FGGARRMRDEPRFWREK................. 741
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