logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410
1028
1306
1384
1366
1355

SGL RS13950 WP 010873519.1
TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1
A4U84 RS08525 WP 010787006.1
NTHI RS01950 WP 011271972.1
HI 0298 AAC21962.1

58336 NMC34 RS03680 WP 022647056.1

1436
1168
1401
1293
1110
1251
1018
1058

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410
1028
1306
1384
1366
1355

BW25113 RS00530 WP 001025145.1
A1552VC RS11070 WP 000957200.1
DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

NGFG RS09235 WP 003689817.1
GCO85 RS0O7725 WP 011946523.1
ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

SGL RS13950 WP 010873519.1
TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1
A4U84 RS08525 WP 010787006.1
NTHI RS01950 WP 011271972.1
HI 0298 AAC21962.1

58336 NMC34 RS03680 WP 022647056.1

1436
1168
1401
1293
1110
1251
1018
1058

consensus

BW25113 RS00530 WP 001025145.1
A1552VC RS11070 WP 000957200.1
DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

NGFG RS09235 WP 003689817.1
GCO85 RSO7725 WP 011946523.1
ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

<L | CDERLCAALLD=CrLDesLQRALERH=EV =LASVLYD = EBERIASAITES=EC | PLVe LAV E Vs sEX

MSVLTIGDKRLGAALLDAGLLTDEELQRALERHREVGGSLAEVLVDMGLLSERRIAQTIEDRFGIPLVELHRVEIPPKVK
.MALSIGDRRLGAILLDQGYLGDNDLQRALERHSEVGGRLADVLIDSGMVGEKRIARAIEEALGIPLVNLLAVQPDPAAL

=y EREkAKE LA N FALSee < RVAEREYBN L2 ESYEaevEDS C CEsyYENPYQAUr me s WAYAKHY PELCLeYy =
ALLPAEKAKELKAIPFALDEEAGVVRVAFLNPLDTLSLEEVEDLTGLVVEPYQTTKSAFLYALAKHYPELGLPVPPP . .P
RSIRPOQTALNLQAFPFALE. .GDRLRVALVDPLSSFSIETLEDDSGFDIEPYQALREEVMWATIATHYPELGLEIVVPSGA

~ 00

[eNoRoNoNoNoloNoloNooNol oo Ne)

o

158

-
ol
Y]

[eNoNoNoNoNooNoNoNoNoNe!



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410
1028
1306
1384
1366
1355

SGL RS13950 WP 010873510, 1 ottt ettt e e e e e
TT RS08215 WP 011173991.1 SGEGQKDLKLGELLLQKGWISREALEEALVEQEKTGDLLGRILV.RKGLPEEALYRALAEQKGLEFLESTEGIVPDPSAA
DR RS10060 WP 027479822.1 SDAGRTGGKLGERLITHGYITDAQLQVALDAQQQTGEALGATLISQRAITEDQLYEVLAEQEGTTFLPNPSGFHPGEEVL
A4UB84 RS08525 WP 010787006 . 1 .. e e
NTHI RS01950 WP 01127107 2.1 ottt ettt e e et e e e e e et e e e e e e e e
HI 0298 AAC21962.1

58336 NMC34 RS03680 WP 022647056.1 . .ttt e e et e e e e e e e e e e e e e

1436
1168
1401
1293
1110
1251
1018
1058

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410
1028
1306
1384
1366
1355

BW25113 RSO0530 WP 001025145 . 1 . . . ottt e e e e e
A1552VC RS11070 WP 000957200. 1 . . . o e e
DSB67 RS12665 WP 010643259 . 1 L .
VP RS12240 WP 0054790695 . 1 e e
NGFG RS09235 WP 003689817 .1 ittt e et e e e e e e e e e e e e
GCO85 RSO7T725 WP 011046523, 1 Lttt ettt et e e et ettt e e e e e
ACIAD RS01685 WP 004920473 .1 . .o i e et e e e e e e e e e e e e e e
ABD1 RS01615 WP 001274086.1 . e e e

v LR=DALRY AV YsSESe=cVaVirr SDPREEeERYR=L v MRPxXsSEYLXEPESRWEEL tESXYPQE~MRLGCGE=LVQEGLSR
SGL RS13950 WP 010873510, 1 ottt e e e e e et e e e e e MTS
TT RS08215 WP 011173991.1 LLLLRSDALRYGAVPIGFONGEVEVVLSDPRHKEAVAQLLNRPARFYLALPQAWEELFRRAYPQKNRLGEVLVQEGKLSR
DR RS10060 WP 027479822.1 GSMLRADALRLLAVPVDETEQGVTVLTSDPRKRPDIDALIGRPVQLMLTRPRDIERLIEQFYPQRGRLGEQLVQEGTLSR
A4U84 RS08525 WP 010787006. 1 .. e e e e
NTHI RSO1950 WP O1127107T2.1 o e et e e et e e e e e e e e e e e e e e i e e e e e
HI 0298 AAC21962.1

58336 NMC34 RSO03680 WP 022647056.1 . . . . e e e e e e e e e

1436
1168
1401
1293
1110
1251
1018
1058

consensus

BW25113 RSO0530 WP 001025145 . 1 . . o i ittt e e e e e e e e e e e e e e
A1552VC RS11070 WP 000957200. 1 . . o o i e e e e e e e e e
DSB67 RS12665 WP 010643259 .1 . . e e e e e
VP RS12240 WP 005479695 . 1
NGFG RS09235 WP 003689817 .1
GCO85 RSO7T725 WP 011046523 .1 Lttt ettt e e e e e e e e e e e e e et e e e e e e e
ACIAD RS01685 WP 00492047 3. 1 . . i e et e e e e
ABD1 RS01615 WP 001274986.1 .. ittt e e e e e e e e e e e e e

237
237

[eNoRoNoNoNoloNoNoNo ool

w

317

w
e
~

[eNoNoNoNoNooNoNoNoNoNeo!



logo

NTDB id 1410
NTDB id 1028
NTDB id 1306
NTDB id 1384
NTDB id 1366
NTDB id 1355

NTDB id 58336 NMC34 RS03680 WP 022647056.1
NTDB id 1436 BW25113 RS00530 WP 001025145.1
A1552VC RS11070 WP 000957200.1

NTDB id 1168
NTDB id 1401
NTDB id 1293
NTDB id 1110
NTDB id 1251
NTDB id 1018
NTDB id 1058
consensus

logo

NTDB id 1410
NTDB id 1028
NTDB id 1306
NTDB id 1384
NTDB id 1366
NTDB id 1355

NTDB id 58336 NMC34 RS03680 WP 022647056.1
NTDB id 1436 BW25113 RS00530 WP 001025145.1
A1552VC RS11070 WP 000957200.1

NTDB id 1168
NTDB id 1401
NTDB id 1293
NTDB id 1110
NTDB id 1251
NTDB id 1018
NTDB id 1058
consensus

SGL RS13950 WP 010873519.1
TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1
A4U84 RS08525 WP 010787006.1
NTHI RS01950 WP 011271972.1
HI 0298 AAC21962.1

DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

NGFG RS09235 WP 003689817.1
GCO85 RS0O7725 WP 011946523.1
ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

SGL RS13950 WP 010873519.1
TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1
A4U84 RS08525 WP 010787006.1
NTHI RS01950 WP 011271972.1
HI 0298 AAC21962.1

DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

NGFG RS09235 WP 003689817.1
GCO85 RSO7725 WP 011946523.1
ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

el el BOPARELEEALE vtﬁLV%EK“xpéESE LLeRXKpz gt D-LYE seekpieelfES  ERGY E
SSSSKKSRAVALRNYFSPFGNKIN VAGGHVDAEQLRQALVQVKKTGRS PEEIRKAVTGREBSPELBRQYKKNQLFE KVL.
EALKEALEVQKGLPRAKPLGEIMVELGLARPEDVEEALQKQRRGGGREEDTIVG . . SGKBRPEARAQA . . . ... . ATQL
DQLREALQVQAREGKVKPLGEVETELGFASPDEVDSALQKQNVGGGR EDTLVQ..SGK SPEMBARS . . .. ... AAQL
................................................... q..YTI.....CEQQ.......TERI@
................................................... S..YALEHTQRETAQ. ......NGEIj3
................................................... TS .YALBHTQRMTAK.......NGEV)3
.............. MLTNLVAIMRQAELISATQEQAVVTQVSASGTSHPEARLE . . LSIFHAQENTEQ. . . . .. BSHIE
.............. MLTNLSTVIMRQAGILTFSQEESLLEQVKASGISMPEAMLS. . SGFFQSHEBTEH. .. ... .BSSVI3
.............. MHSNLSTIMRQKGLLTFSQEESLIEQVKASGISMPEANLS . . SGFFTSSEMAEH. . . . .. . BSSIB
.............. MSVGLLRIMVQNQVVTVEQAEHYY . NESQAGKEMLPMIFS . . DGVESPKSHAAL - . . . .. . MARVE
...... MALATEEYRLQGIGQLISVLEKLLDKTKAIELHKLAAAEKISELQYMVK. .NKIBSAEQWALT. ... ...AAQN)3
...... MSAFTTPPKFSGFIRRMVEEGYVNAQNMQQALEKAKKFKQDEVPYID . . NFSHSPLTHAET . . . . . . .WSLES
...... MSALHTSPKFTGFFRRIBVEEKHVSAATMQTALDAAKRAKQDTVAY|RIE. .EVHESPSLBAET. ... .. . WSAEQ

* * *

.gg YD E(eYQYéIr . /\E':;" }is.}“L’:.:j.l;;ggLLéBHl é%

VDSV PEVAPIATQQMAELIGRFFPLDTCRR

YPYVRPEEDPPDP. .. .. GAPLLLPED[HCRJ}

YEFLBPIQNPPDP. .. .. KVALMIPEATARJ
D.vvvnnn. ISPSR..... WQKNCEEKQEL
T........ ISPDL..... WERNQQQQSIHHL}3A
T .. ISPDL..... WERNQQQQS|MEL

.................... MNTEQLMT|RCQIHHA|

.................... MNIPQLTAJRCLIZMHG HIZAINT
LPET.LSRYDYAN ..... LCQQLGLRE|BETIMD A EFRFATG
LSCTSLNQYEYAS..... LCQTLGLRD|BETIHN A

LSQPELSQYEYAS..... LCQQLGLRE|BETI$HN A

SYSILBLRHYPRHR.. ... VLMGVLTEEQMVEBHC

VPMLBIINCIDVGT. .. .. IPVNLVNEK|SBKJHAM Ce LNTHA
EPLLBLGVFDPAL..... FLKDKIDEK)HEQEMR I RN P
EPYFBLDVYDTSQ. .. .. IPKDLVDQKHHLEHRT e LL|\#3P

*kkkk ok

* ok ok * ok




logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410
1028
1306
1384
1366
1355

SGL RS13950 WP 010873519.1
TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1
A4U84 RS08525 WP 010787006.1
NTHI RS01950 WP 011271972.1
HI 0298 AAC21962.1

58336 NMC34 RS03680 WP 022647056.1

1436
1168
1401
1293
1110
1251
1018
1058

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410
1028
1306
1384
1366
1355

BW25113 RS00530 WP 001025145.1
A1552VC RS11070 WP 000957200.1
DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

NGFG RS09235 WP 003689817.1
GCO85 RS0O7725 WP 011946523.1
ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

SGL RS13950 WP 010873519.1
TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1
A4U84 RS08525 WP 010787006.1
NTHI RS01950 WP 011271972.1
HI 0298 AAC21962.1

58336 NMC34 RS03680 WP 022647056.1

1436
1168
1401
1293
1110
1251
1018
1058

consensus

BW25113 RS00530 WP 001025145.1
A1552VC RS11070 WP 000957200.1
DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

NGFG RS09235 WP 003689817.1
GCO85 RSO7725 WP 011946523.1
ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

#XQ'QéLE%£E§9L¥ Es?-ﬁ¢ﬁ%ﬁ5g¢g?RQngLgn, P EDPORE L Bk SRUBR
EQYYAIREEWEAAQEKRDQERALDKNDLTDIVGSIDMNLGEDKEDVDNALDSNDAﬁAEINL

TQDDFNQI®
ATEAARTK®
AEKDMIRIS

ASDEMKYIBMBNABSPEQQP . . o v oot e e e e IV.....
SSQUKEMBQQBTPHAMQ . « « v v e e e e e VE.....
SSQUKEMBQQBETPNAMQ . « « v v e e e e e e VE.....

CWTAERMEKRBQSESSSH. ... ..ot P, ... .. G.o....
CWTRQQMEGHASRTQQ.T. o v v o eeeeeeanen p. ... .. Vooo...
APHRAMQAABMRREYGRSIQGAANQGKEISQ. . .DEWMA. . .. .. NL.....
ABFREMTAAMRRBYGRSLGQEKSGLKEINQ. . .DEMA . . . . .. GL.....
ABFREMSTAMRRBYGRSLSHEKSGLKEINQ. . .EEMA. . .. .. SL.....
DDQMAGMEDWMGSRSTSL. .LQEL. . .. ...... G.ovo .. EG.....
TDKMS AMIDNBLTAKESQGLSEYVEDSG.DLEGRE. . . . .. IS.....
HDKMER/MSEHFVEETHFNFDTE. . .EL.D...J#D... ... VE.....
GQHFAEESSFDFNDE...EF.D...WD...... VN.....

HHKREK
*

* % %

sl

==" =22

* %

* fevii=vii=cli=cli=vii=vii=ci=c] (O O O
e
=
S
Q
S
@

N

ERFYGKAELSETAKEF.......
ERYFGEKGFEKLNKEL.......

g

.QQPASH
.QQP[SH
.QQPZNH
RiFR  DGELIIAM
REREDG LA
.ATPLQ
.ANPJLQ

=7

VQPHIA
ATPJJAS

B~ T IR RN IS

*

TID 1 NS oL

| ik RL éRHK'

A}\/ s

KKQAEEEV. .PSPLELPESAAQHF

ERNKTQQSQEADLSVANESAEVQV
EESELAFVEQEQEQLNLNDEMIQL
EQVKFYQHQETHFEQE

EQVKFYQHQETHFEQEB I
............ .PNSAADYV
............ AVQEKHQPKAEL
VKVSDDELQSIEDLSQD
VDIGEDEIENIEDLSQD)
VDVGADEIDNIEDLSQD)
QEEEESHTLYIDNEEA
AD.DEDQDIDTATSVT
VDPHTTDDDDEDDKLKI)
LDGPTAQEDEEEAPQGH

.

< < <'UWNWNWN

A

319
592
589
203
208
208
164
166
268
268
268
259
277
272
272



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410
1028
1306
1384
1366
1355

SGL RS13950 WP 010873519.1
TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1
A4U84 RS08525 WP 010787006.1
NTHI RS01950 WP 011271972.1
HI 0298 AAC21962.1

58336 NMC34 RS03680 WP 022647056.1

1436
1168
1401
1293
1110
1251
1018
1058

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410
1028
1306
1384
1366
1355

BW25113 RS00530 WP 001025145.1
A1552VC RS11070 WP 000957200.1
DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

NGFG RS09235 WP 003689817.1
GCO85 RS0O7725 WP 011946523.1
ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

SGL RS13950 WP 010873519.1
TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1
A4U84 RS08525 WP 010787006.1
NTHI RS01950 WP 011271972.1
HI 0298 AAC21962.1

58336 NMC34 RS03680 WP 022647056.1

1436
1168
1401
1293
1110
1251
1018
1058

consensus

BW25113 RS00530 WP 001025145.1
A1552VC RS11070 WP 000957200.1
DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

NGFG RS09235 WP 003689817.1
GCO85 RSO7725 WP 011946523.1
ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

L T o

N CAVARARRK K ASD I PESED
ONAVARARNOKASNIPEREQ
QNI (OKNKPTSFDFLQ
[N GRARIAQONKPVEIRSFAE
QN GRNNIAQQONKPVEIRSFSE
GEK IRHQVQQAIRE
GEK IRQQVGQAI®D
NRVSTLPT GEK IRDSS AANI®D
WRVSTLPT GEK IRDSSSAAI®D
WIRVSTLPT GEK IRDSSSASI®D
FRVSTLPT GEK IRNSDAASIEN
FRVSTPTGEK IRDSGAAKING
FRV)Yy LPT GEK IRDP AS AMIRG
FRVI| LPT GEK IRDP SSAMIRG
ko bokokokok Dok D11 sk | * 1%

T s arece BELRD DLV

LD'E*{ ¥EE€ PARY =

GEK LR DNSATQ.GIF ITNPETLQTVRELAA PR(G

APGVFER,
SEYNYAR

MTEN®QQA
MTEN[RQQA
MSAD[NQAR
MQPL{LAD
NPQEKQL
SDSMKQL
SEQWKQL
EPFMKKLLLEINEH
NPVARTNELKINEQ
EPEMK ALEMEINAN
EED[K ALBVMENID

* * %k [

F
F

ubliees)
LVTGPTGSGK PRV
L TGPTGSGK K
LVTGPTGSGK K
LVTGPTGSGK KH

LVTGPTGSGK

LVTGPTGSGK

LVTGPTGSGKTV
LVTGPTGSGKTV
L TGPTGSGKTV
L TGPTGSGKTV
L TGPTGSGKTV
LVTGPTGSGKTV
LVTGPTGSGKTV
L TGPTGSGKTV
L TGPTGSGKTV

eI kb

INTAEDP ENEALIZG T§QNYQ VESANSG INFSIEILREE RQDPD I|MVGERRDIMETAIQYATINAAIMTGHLVL TLHTNALNeF\

TN

(NTHEDPVEpgR IJGINQUMQVNPEAGLIFINAALRIMFLRQDPDIIMVGEIRDSET AT ApAAAIMTGHLYV ~ TLHTN[)JAEYREA
JIEDP Ejgd 13GIFQEQVNIERG WEIN#ALRIFLRQDPDIIJVGEIRDWETAIIA [HAAMTGH VL TLHTNAjER

IATAEDPVET|X NG pQENQVNESEENLINESMBRLR FLRQDPDIIM GEIRDIRE Al A A QTGHLVLSTLHTNAIRREY
UTAEDP ETIRLINGIMQEQ NPAMGLFEJAALRAFLRQDPDIIM GEIRDJAE ARITA AAQTGHLVLSTLHTNARESN
DJFNEARLR FLRQDPDIIM GEIRDIME ANITA AAQTGHLVLSTLHTN|NARSY

VEDPVET|ZLING NQEQ NP TIAQ S VIRt
\UEDPVEI|d NG NQMQ EP
SITAEDPVEIRLEGINQEQV P
SMTAEDPVEIMLIFGINQEQV P
BITAEDPVEINLSGINQWYQV P
INTAEDPAETIYLIZG INQAY
STAEDPVET|S I3GINQMWY
RITAEDPVEIRLIAG NQY

SITAEDPVEINLIXG IN QN
1%l EE T kkkk kx| * 1

A
A
I
I
I
Q
A
V
V

A
A

INE[IeAYTLRESRLRQDPD

IRLRQDPDIIMVGEIRDEETA TAIKAAQTGHLVLSTLHTNEEWN
IM GEIRDEETA TAIKAAQTGHLVLSTLHTNERY®2

FLRQDPD MVGEIRDJBETA IA KAAQTGHLVLSTLHTNSALY

TATKA QTGHLVLSTLHTNFSJALYS
TATKA QTGHLVLSTLHTNSALSS
IATKAAQTGH V[gSTLHTNAIZN
TATKAAQTGHLVLSTLHTNSALYS
TATKAAQTGHLV STLHTNPALSS

TATKAAQTGH V STLHTNFAIZS
Ry NN *

A e —

hihachh4H+4<:<cnuamrﬂha>/G

399
672
669
283
288
288
244
246
348
348
348
339
357
352
352

479
752
749
363
368
368
324
326
428
428
428
419
437
432
432



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410
1028
1306
1384
1366
1355

SGL RS13950 WP 010873519.1
TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1
A4U84 RS08525 WP 010787006.1
NTHI RS01950 WP 011271972.1
HI 0298 AAC21962.1

58336 NMC34 RS03680 WP 022647056.1

1436
1168
1401
1293
1110
1251
1018
1058

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410
1028
1306
1384
1366
1355

BW25113 RS00530 WP 001025145.1
A1552VC RS11070 WP 000957200.1
DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

NGFG RS09235 WP 003689817.1
GCO85 RS0O7725 WP 011946523.1
ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

SGL RS13950 WP 010873519.1
TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1
A4U84 RS08525 WP 010787006.1
NTHI RS01950 WP 011271972.1
HI 0298 AAC21962.1

58336 NMC34 RS03680 WP 022647056.1

1436
1168
1401
1293
1110
1251
1018
1058

consensus

BW25113 RS00530 WP 001025145.1
A1552VC RS11070 WP 000957200.1
DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

NGFG RS09235 WP 003689817.1
GCO85 RSO7725 WP 011946523.1
ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1

Bt Ve oo MRORY ot o ltoipn el

R 6 TE[® IAY HPSKEELSRF LSASGDEVVTFYKANSLSPDEIHLARQKGNL

R OEHORMVEV . KPDPETLRRL[¢ LSEA ............... GARLYKGM

R G SEMEQOPT . NADPEVLRRL{Y ISER ............... GANLMRGT

IRV T A QR L /R L ClatC [T
IV T A QR L /R | Clalit C e N INS
IV T A QR L /R L CSRA C . ANS
R PLPRWQPT[¢®
WLVIAQRL R PLPHWQAP[el&
ARG KHOGET AV . RPSALLQSQFEAFQPNESL . . . ... ... ........ YEAN A A[e18
................. FQANPD[e1&

.DWKLYRAV[H&
NLKLYKAV{¢®
WLVIAQRLER . . .EFQIFEPV{{E
WLVIAQRLER . . .DFRVFQPV[e¥

kkk kkxk kkkk Dl Psklxx!

[ |

NQG.TTDR KDC EE IBALAY SN LM Qe Yys LEE EE.TFTDTGLES
L

[IE3

IVAGKSATE KEIPR . RK{GUKESHR ED{EMRYIMA L[0f¢
IGAGRPAAENRD VA LGES RISIBR Q D[eRE A L [ake]
............ KFDKQTA YLDFSSI®R ERMIK Q EQ@
............ RE INK BJQG
............ RA K BJQG
RQAIASG.STEVIGSSAR. FEH[ECMAME(eke;
RQLISSANTDVESBEETHJAR . FEN{¢CL AME[e[e;
AEAMMQRES THQMERLJAK . QE
SEABRTKGASVHEBEKLJNT . QM
SEABIKGESVHEBEKLINT . QM
QRVEIMNN@ETEVGEILD V)Y . RR
. GQLIMSGENSLDILKLIAQ . FQ
HD[®R . E[ea'a(e)ale; SKIMMEDENALERJAATIAE . RR
LE[®R . E[eygserane SKIMMEDGNALERJAAASE . RR
k11 koo kok ok kok * * * *

SO Tl ol o]
=
0
[}

=
=]
@
~EEEEERE RS PP

558
816
813
400
407
407
383
385
490
489
489
485
502
498
498

637
889
887
461
464
464
459
461
562
561
561
558
574
570
570



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id
id
id
id
id
id
id
id
id

1410
1028
1306
1384
1366
1355

SGL RS13950 WP 010873519.1
TT RS08215 WP 011173991.1
DR RS10060 WP 027479822.1
A4U84 RS08525 WP 010787006.1
NTHI RS01950 WP 011271972.1
HI 0298 AAC21962.1

58336 NMC34 RS03680 WP 022647056.1

1436
1168
1401
1293
1110
1251
1018
1058

consensus

BW25113 RS00530 WP 001025145.1
A1552VC RS11070 WP 000957200.1
DSB67 RS12665 WP 010643259.1
VP RS12240 WP 005479695.1

NGFG RS09235 WP 003689817.1
GCO85 RS0O7725 WP 011946523.1
ACIAD RS01685 WP 004920473.1
ABD1 RS01615 WP 001274986.1
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X non conserved
B similar
il >50% conserved
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