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493 SM12261 RS04300 WP 000387351.1
58063 SPN034156 RS10545 WP 000387330.1
263 KZH43 RS04195 WP 000387330.1

222 SPD RS04535 WP 000387330.1

188 SPR RS04295 WP 000387330.1

153 SP RS04730 WP 000387344.1
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