logo

PR R NLAOL LAV AR Ao

AN I Ko Y {OTO A N (O TS RO [ RC I  R R ) V[OOSR R AT O I M T  TGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG 80

NTDB id 146 SP RS08570 WP 000614538.1 MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG 80
NTDB id 216 SPD RS08205 WP 000614552.1 MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG 80
NTDB id 182 SPR RS07820 WP 000614552.1 MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG 80
NTDB id 257 KZH43 RS07655 WP 220041236.1 MIQIGKIFAGRYRIVKQIGRGGMADVYLAKDLILDGEEVAVKVLRTNYQTDPIAVARFQREARAMADLDHPHIVRITDIG 80
NTDB id 384 SMU RS02325 WP 002263039.1 80
NTDB id 467 HSISS4 RS06915 WP 021143821.1 80

consensus

)0 ) LML TATE

NTDB id 58006 SPN034156 RS03315 WP 000614540.1 |HNeialah e N AW NCININGAGRGN: NN NN AN A NN N YA YU AR A1) NG I RN A ey N QAN R R 160

NTDB id 146 SP RS08570 WP 000614538.1 EEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA 160
NTDB id 216 SPD RS08205 WP 000614552.1 EEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA 160
NTDB id 182 SPR RS07820 WP 000614552.1 EEDGQQYLAMEYVAGLDLKRYIKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA 160
NTDB id 257 KZH43 RS07655 WP 220041236.1 EEDGQQYLAMEYVAGLDLKRYKEHYPLSNEEAVRIMGQILLAMRLAHTRGIVHRDLKPQNILLTPDGTAKVTDFGIAVA 160
NTDB id 384 SMU RS02325 WP 002263039.1 EEDGQQ LAMEYVPRGRDLKX YI[ HMPLSNRER] RIMI LEAMWLAHR GI HRDLKPQN LLTRDGTAKVTDFGIAVA 160
NTDB id 467 HSISS4 RS06915 WP 021143821.1 160
consensus PRVl bbbl ks e DT Do

5SRO TR

ANND) SR Ko ST T 0L IO RN) YN [OCZS NTO R SR T R N R 1) SOOIV R O P R ' AE TSL TQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQKPLPSVIAEN)ESVP 240

NTDB id 146 SP RS08570 WP 000614538.1 FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQKPLPSVIAEN|4SVP 240
NTDB id 216 SPD RS08205 WP 000614552.1 FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQNPLPSVIAENESVP 240
NTDB id 182 SPR RS07820 WP 000614552.1 FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQRNPLPSVIAENESVP 240
NTDB id 257 KZH43 RS07655 WP 220041236.1 FAETSLTQTNSMLGSVHYLSPEQARGSKATVQSDIYAMGIIFYEMLTGHIPYDGDSAVTIALQHFQRPLPSVIAENKSVP 240
NTDB id 384 SMU RS02325 WP 002263039.1 240
NTDB id 467 HSISS4 RS06915 WP 021143821.1 240

consensus

NN MBI RE ST s tmgt

NTDB id 58006 SPN034156 RS03315 WP 000614540.1 [(FNNIAANNG YV ORBIIASRARININANIRSIIIRSR A\ AN QNI NS G NN GRS QUSSR S QUREA RN 1Y . SR 319

NTDB id 146 SP RS08570 WP 000614538.1 QALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHKR 319
NTDB id 216 SPD RS08205 WP 000614552.1 QALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHKE 319
NTDB id 182 SPR RS07820 WP 000614552.1 QALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHKE 319
NTDB id 257 KZH43 RS07655 WP 220041236.1 QALENVIIKATAKKLTNRYRSVSEMYVDLSSSLSYNRRNESKLIFDETSKADTKTLPKVSQSTLTSIPKVQAQTEHK 319
NTDB id 384 SMU RS02325 WP 002263039.1 .. 318
NTDB id 467 HSISS4 RS06915 WP 021143821.1 318

consensus [ T B B R I A B B | Pl Dok b boksk | sk 1Dk ko Dok |k **III DUl sk skokoksk |oskkoiskskskskk ok k ko



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

58006 SPN034156 RS03315 WP 000614540.1

146
216
182
257
384
467

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

58006 SPN034156 RS03315 WP 000614540.1

146
216
182
257
384
467

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

58006 SPN034156 RS03315 WP 000614540.1

146
216
182
257
384
467

consensus

logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

58006 SPN034156 RS03315 WP 000614540.1

146
216
182
257
384
467

consensus

SP RS08570 WP 000614538.1
SPD RS08205 WP 000614552.1
SPR RS07820 WP 000614552.1
KZH43 RS07655 WP 220041236.1
SMU RS02325 WP 002263039.1
HSISS4 RS06915 WP 021143821.1

SP RS08570 WP 000614538.1
SPD RS08205 WP 000614552.1
SPR RS07820 WP 000614552.1
KZH43 RS07655 WP 220041236.1
SMU RS02325 WP 002263039.1
HSISS4 RS06915 WP 021143821.1

SP RS08570 WP 000614538.1
SPD RS08205 WP 000614552.1
SPR RS07820 WP 000614552.1
KZH43 RS07655 WP 220041236.1
SMU RS02325 WP 002263039.1
HSISS4 RS06915 WP 021143821.1

SP RS08570 WP 000614538.1
SPD RS08205 WP 000614552.1
SPR RS07820 WP 000614552.1
KZH43 RS07655 WP 220041236.1
SMU RS02325 WP 002263039.1
HSISS4 RS06915 WP 021143821.1

S0 TEE QP AR AL Iubas VL Lo T AL DN e A hANEE K

KNPSQAVTEETYQPQAPKKHRFKMRYLILLASLVL.VAASLIWILSRTPATIAIPDVAGQTVAEAKATLKKANFEIGEEK
KNPSQAVTEETYQPQAPKKHRFKMRYLILLASLVLEVAASLIWILSRTPATIAIPDVAGQTVAEAKATLKKANFEIGEEK
KNPSQAVTEETYQPQAPKKHRFKMRYLILLASLVLEVAASLIWILSRTPATIAIPDVAGQTVAEAKATLKKANFEIGEEK
KNPSQAVTEETYQPQAPKKHRFKMRYLILLASLVLEVAASLIWILSRTPATIAIPDVAGQTVAEAKATLKKANFEIGEEK

KNPSQAVTEETYQPQAPKKHRFKMRYLILLASLVLEVAASLIWILSRTPATIAIPDVAGQTVAEAKATLKKANFEIGEEK

Q
PABEJKQPRKKITPAKKKESBNIF STLMKMFLGIRJFIGIIIFA
* % %k 5k %k %k k ok k skokosk bl skok |oskskokskoskokoskskok | 1ok skoskokskoskskskskoskoskok |oskokoskokosk ok |k | oseskoskoskosk | oo skosk sk k *okkk |k

TEASEAVEE AT TR S gt s s e ML aREE s

TEASEKVEEGRIIRTDPGAGTGRKEGTKINLVVSSGKQSFQISNYVGRKSSDVIAELKEKEKVPDNLIKIEEEESNESEA
TEASEKVEEGRIIRTDPGAGTGRKEGTKINLVVSSGKQSFQISNYVGRKSSDVIAELKEKEKVPDNLIKIEEEESNESEA
TEASEKVEEGRIIRTDPGAGTGRKEGTKINLVVSSGKQSFQISNYVGRKSSDVIAELKEKRH
TEASEKVEEGRIIRTDPGAGTGRKEGTKINLVVSSGKQSFQISNYVGRKSSDVIAELKEKRH
TEASEKVEEGRITIRTDPGAGTGRKEGTKINLVVSSGKQSFQISNYVGRKSSDVIAELKEKR

kokokkskk | okok |k | B I B Polskskokskokok Do Dooskokok Doksksksk Dok Dskskskok Dok Dsksk |oskosksk sk | oskoskoskosk |oskook koo k * %k k ok

IVOL2ECTTVOL K I oL CRUSTRNOE kb o ... BESECE

.IVLTVAKKATTIQLGNYIGRNSTEVISELKQKKVPENLIKIEE
BIVLTVAKKATTIQLGNYIGRNSTEVISELKQKKVPENLIKIEE
BIVLTVAKKATTIQLGNYIGRNSTEVISELKQKKVPENLIKIEE]
BIVLTVAKKATTIQLGNYIGRNSTEVISELKQKKVPENLIKIEE
.IVLTVAKKATTIQLGNYIGRNSTEVISELKQKKVPENLIKIEE

| s b1 skoskkok x skokckoskokokok |kl sk |k sk sk sk sk sk sk sk sk sk ok sk sk ok ok ok 5k ok ok koK *l** ok sk ok sk ok |k sk k ok * * 1k

IR TN \/AKMSHS QSYlQiLéFTKNNHQIV KEENET T

PGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSLEFTKNNLIQIVGIKEANIEVVEVTTAPAGSVEGMVV
PGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSLEFTKNNLIQIVGIKEANIEVVEVTTAPAGSEGMVYV|
PGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSLEFTKNNLIQIVGIKEANIEVVEVTTAPAGSVEGMVY|
PGTIMKQOSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSLEFTKNNLIQIVGIKEANIEVVEVTTAPAGSVEGMVV

PGTIMKQSPGAGTTYDVSKPTQIVLTVAKKVTSVAMPSYIGSSLEFTKNNLIQIVGIKEANIEVVEVTTAPAGSVEGMVYV|

skookoskkskok Dok Dooskoskokskokoskoskosk |oskoskokoskoksk |k |oskoskoskskosk | oskoskoskosk | oskoskosk |k sk sk sk sk sk sk 3k 3k sk >k ok 5k 5k 3k >k >k ok 5k 5k 3k k %k ok K I****l******

398
398
398
398
398
398
398

477
477
477
477
477
477
478

548
548
548
548
548
550
557

628
628
628
628
628
610
610



logo

NTDB
NTDB
NTDB
NTDB
NTDB
NTDB
NTDB

id
id
id
id
id
id
id

58006 SPN034156 RS03315 WP 000614540.1

146
216
182
257
384
467

consensus

SP RS08570 WP 000614538.1
SPD RS08205 WP 000614552.1
SPR RS07820 WP 000614552.1
KZH43 RS07655 WP 220041236.1
SMU RS02325 WP 002263039.1
HSISS4 RS06915 WP 021143821.1

0 R EHVDLITRIK ST

BEQSPRAGEKVDLNKTRVKISIYKPKTTSATP
BEQSPRAGEKVDLNKTRVKISIYKPKTTSATP
BEQSPRAGEKVDLNKTRVKISIYKPKTTSATP
BEQSPRAGEKVDLNKTRVKISIYKPKTTSATP

BEQSPRAGEKVDLNKTRVKISIYKPKTTSATP

s ok ok ok ok %k ok %k ok %k ok ok % ok % ok % ok % ok %k %k ok %k ok K ok % ok %

X non conserved
B similar
>50% conserved

659
659
659
659
659
616
624



