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INLREJSAKTTIIDGTTALGLVKVAE[§ NFETRAJJKADM LFDLI PF AH LK GKLLHYYVVTGQDKIsl Q
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NTDB id 370 SMU RS04260 WP 002263294.1 Q
NTDB id 421 SGO RS10260 WP 012131060.1 e TLG ISIGL IVYILQQ.LSYAQEYLLLVLGQRLSIDVILSYIKHVFE]LPMSFFATRRTGEIVSRFTDA
NTDB id 511 SMSK321 RS10730 WP 000668322.1 . QMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDA
NTDB id 483 SM12261 RS00275 WP 000668315.1 BN OMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDA
NTDB id 247 KZH43 RS00220 WP 000668290.1 NN (OMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDA
NTDB id 206 SPD RS00235 WP 000668290.1 AN (O MRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDA
NTDB id 171 SPR RS00230 WP 000668290.1 AN OMRSTLGIISIGLVIVYILQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDA
NTDB id 131 SP RS00255 WP 000668284.1 RN OMRSTLGIISIGLVIVYIIIQQILSYAQEYLLLVLGQRLSIDVILSYIKHVFHLPMSFFATRRTGEIVSRFTDA
NTDB id 57990 SPN994039 RS13305 WP 307774349.1
NTDB id 358 SMU RS01425 WP 002263523.1 POMNORISTLG L TGL Myl 00 e vt UV IOV LS YKL FLPUSFFATRRTGE(MSRFTDA
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NTDB id 370 SMU RS04260 WP 002263294.1 . ..
NTDB id 421 SGO RS10260 WP 012131060.1 . l .. Ce Y[\ IIF@FMKPFEKMN TMEAN
NTDB id 511 SMSK321 RS10730 WP 000668322.1 . .. BMNATLPIYTVIIFAFMKPFEKMNRDTMEANAVLSSS
NTDB id 483 SM12261 RS00275 WP 000668315.1 . .. BMNATPIYTVIIFAFMKPFEKMNRDTMEANAVLSSS
NTDB id 247 KZH43 RS00220 WP 000668290.1 . . BMNATLPIYTVIIFAFMKPFEKMNRDTMEANAVLSSS
NTDB id 206 SPD RS00235 WP 000668290.1 . .. BMNATLPIYTVIIFAFMKPFEKMNRDTMEANAVLSSS
NTDB id 171 SPR RS00230 WP 000668290.1 . .. BENATPIYTVIIFAFMKPFEKMNRDTMEANAVLSSS
NTDB id 131 SP RS00255 WP 000668284.1 BRTILSIFLDVSTVVIISLVLES BALPIYTVIIFAFMKPFEKMNRDTMEANAVLSSS
NTDB id 57990 SPN994039 RS13305 WP 307774349.1
NTDB 1d 358 SHU RSO1425 WP 002263523.1 i iDs hSTRUESTFLD U VLI Qe PI LiE A rsn Jpie Ay SSS
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NTDB id 370 SMU RS04260 WP 002263294.1
NTDB id 421 SGO RS10260 WP 012131060.1 .
NTDB id 511 SMSK321 RS10730 WP 000668322.1 BDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLG
NTDB id 483 SM12261 RS00275 WP 000668315.1 e BDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLG
NTDB id 247 KZH43 RS00220 WP 000668290.1 RN BDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLG
NTDB id 206 SPD RS00235 WP 000668290.1 C BDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLG
NTDB id 171 SPR RS00230 WP 000668290.1 e BDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLG
NTDB id 131 SP RS00255 WP 000668284.1 BNKSLTSESQRYQKIDKEFVEDYLKKSFTYSRAESQQKALKKVAHLLLNVGILWMGAVLVMDGKMSLG
NTDB id 57990 SPN994039 RS13305 WP 307774349.1
NTDE id 358 SMU RS01425 WP 002263523.1 L1EDiNG 1 IMNKSLTS ST QD VDY LK ieRy T HOMALIGEN L LIVIILUNG ZLVIDAKES G
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Q . QY iy ARALLIWDAP LILDEATSS DypiiTEINNI(a)33
EGTTQEDILRAVELAEIRSDIERMPLNYQTEL DGAGISGGQRQRIALARALLTDAPVLILDEATSSLDILTEKRI D
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N QEDIL AME AEIR DIERMP [@YQT LPSDGAG SGGQ QRIALARALLTI{ PVLILDEATS[LD LTEK

KEGT QEDI RA[GE AEIRSDIENMPMeYQTELESDGAGISGGQ QRIALARALLT[NAPVLILDEATSSLDILTEK I B
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