
logo

MENKKKSLLSQMAPYLKGYKALFGLAVI FTIVSSTITVIGPDRLKEMTDTMTKGLAGKIDLDKIGE IALTLALLYFAGAL
NTDB id 57888 SPN032672 RS06260 WP 225415945.1 ................................................................................ 0
NTDB id 370 SMU RS04260 WP 002263294.1 MENKKKSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGKIDLDKIGEIALTLALLYFAGAL 80
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NTDB id 57888 SPN032672 RS06260 WP 225415945.1 ................................................................................ 0
NTDB id 370 SMU RS04260 WP 002263294.1 VSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAAIILLIGSIFMM 160
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NTDB id 57888 SPN032672 RS06260 WP 225415945.1 .......................................................MV.SAKRINQVLDLHSSIQNPVQVQ 24
NTDB id 370 SMU RS04260 WP 002263294.1 IKTNGALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFENLNDQLFAS 240
consensus ********************************************************!*! !*! * ** **
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NTDB id 57888 SPN032672 RS06260 WP 225415945.1 ...........LTDENFKGQVEFKDVTF....................RY........AANSEAVIEHVSFKAETGQTVA 65
NTDB id 370 SMU RS04260 WP 002263294.1 MWKSQFFSGIMMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAAMGRVFE 320
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NTDB id 57888 SPN032672 RS06260 WP 225415945.1 FIGSTGSG...........KSTLVNLIPRFYDVSAGEILVDGVNVQDYDFSATVHAGQKVAIVGPTGTGKTTIVNLLMKF 134
NTDB id 370 SMU RS04260 WP 002263294.1 FLDEEEIEDENHKVKQLEKVEGNVNFDNVFFGYSPDK.......TIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRF 393
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NTDB id 57888 SPN032672 RS06260 WP 225415945.1 YEIDKGSIHIDGVDTKAMTRSEVHDAFSMVLQDTWLFEGTIRDNLIYNQIGISDERMMEASKAVGIHHFIMTLPDGYDTI 214
NTDB id 370 SMU RS04260 WP 002263294.1 YEVDRGMISIDGVNIHDMTRKEVHDAFAMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTV 473
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logo LDDSTVTLSVGQKQLLTIARALLKDAPLL I LDEATSSVDTRTEEL IQKRAMDHRLMEGRTSFVIAHRLSTIRNADL I LVMKRDG
NTDB id 57888 SPN032672 RS06260 WP 225415945.1 LDDTVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQKAMDRLMEGRTSFVIAHRLSTIRNADLILVMKDG 294
NTDB id 370 SMU RS04260 WP 002263294.1 LDDSVTLSVGQKQLLTIARALLKDAPLLILDEATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDG 553
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logo NI I EQGNSHYDEEQLMAEQGNGFYADLYNSQFTEDEEVAEE
NTDB id 57888 SPN032672 RS06260 WP 225415945.1 NIIEQGNYEELMAQGGFYADLYNSQFTEDEAEE 327
NTDB id 370 SMU RS04260 WP 002263294.1 NIIEQGSHDQLMAENGFYADLYNSQFTEEVA.. 584
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