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MWKKWKVKAGVLLYAVT AAIFSLLLQFYLNRQVAHYQDYWLNKEKLVAFAMAKRTKDKVEQESGEQMFNLGQVSYQNKK
MWKKNKVKAGVL YAVTIAAIFSLLLQFYLNRQVAHYQDYALNKEKL AFAMAKRTKEKVEQESGEQMFNLGQVSYQNKK
MWKKKKVKAGVLLYAVTIAAIFSLLLQFYLERQ AHYQDYALNKEKLVAFAMAKRTKDKREQESGEQNFNLGQVSYQNKK
MWKKKKVKAGVLLYAVTIAAIFSLLLQFYLNRQVAHYQDYALNKEKLVAFAMAKRTKDKVEQESGEQFFNLGQVSYQNKK

MWKKKKVKAGVLLYAVTIAATIFSLLLQFYLNRQVAHYQDYALNKEKLVAFAMAKRTKDKVEQESGEQFFNLGQVSYQNKK
MWKKKKVKAGVLLYAVTIAAIFSLLLQFYLNRQVAHYQDYALNKEKLVAFAMAKRTKDKVEQESGEQFFNLGQVSYQNKK

MWKKKKVKAGVLLYAVTIAAIFSLLLQFYLNRQVAHYQDYALNKEKLVAFAMAKRTKDKVEQESGEQFFNLGQVSYQNKK
I T e

LLOREHE S AR TR etk A

THLVTIVRTIFKSQYEF FPSVKIKEEK@DKKEIMVEYTDSSIMMAEKKKSEEKWEKKEN|3 137
TRLVTRVRTIFKSQYEF FPSVK KEEKIWAKKEIVETDSSRIMAEKKKSEEKWEKKENS 137
TEILVTIVRTDKSQYEFLFPSVKIKEEK|DKKEEVATDSSEKIEK KR ENNAAE 130

TGLVTRVRTDKSQYEFLFPSVKIKEEKRDKKEEVATDSSEKVEKKKSEEKPEKKENS 137
TGLVTRVRTDKSQYEFLFPSVKIKEEKRDKKEEVATDSSEKVEKKKSEEKPEKKENS 137
TGLVTRVRTDKSQYEFLFPSVKIKEEKRDKKEEVATDSSEKVEKKKSEEKPEKKENS 137
TGLVTRVRTDKSQYEFLFPSVKIKEEKRDKKEEVATDSSEKVEKKKSEEKPEKKENS 137

NN N NN NN N NN N IR W e o W ey I e R *

X non conserved
B similar
>50% conserved



