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NTDB id 57822 ECBG RS10525 WP 005229437.1 MKTILVFIIIFSVVVVIHEFGHYFFAKRAGILVREFAIGMGPKLFAHQAKDGTTYTIRMLPLGGYVQMAGWGEDETELTPGMPVS 85
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NTDB id 323 STU RS10650 WP 011225396.1 MKAIITFLLIFCVIVVFHEFGHFFFAKRSGILVREFAIGMGPKIFAHTGKDGTVYTIRILPLGGYVRMAGWGEDTTEIKTGSPAS 85
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LPMENVTDAFYDLEEDKLTITGFL IVNLGNEEQEATI
KTYAEVDHDATI IVHEEDGVTEVLR IAPKDVQFYQSNAKSLIWQG

NTDB id 57822 ECBG RS10525 WP 005229437.1 LVQDATGKVIKINTSKKIQLPQAIPMEVTDFDLEEKLTITGFINGNEQEAITYAVDHDATIIHEDGVEVRIAPKDVQFQSAKLWQ 170
NTDB id 291 STER RS01205 WP 011680685.1 LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE...TKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWG 167
NTDB id 323 STU RS10650 WP 011225396.1 LTLGKDGKVRRINLSDRQVDQTALPMNVTAYDLEDKLTITGLVLGE...TKTYEVDHDATIVEEDGTELRIAPKDVQYQNASIWG 167
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NTDB id 57822 ECBG RS10525 WP 005229437.1 RMLTNFAGPMNNFILSLVLFTGLVFAQGGVANQDATIVTGIEAGTPAAEAGLQNGDEILAVEGVDVSNWSELTTEIQKYPDT... 252
NTDB id 291 STER RS01205 WP 011680685.1 RLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQ.VANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSK 251
NTDB id 323 STU RS10650 WP 011225396.1 RLITNFAGPMNNFILGVLVFIILAFVQGGVQDTSTNLIQ.VANGGAAQVSGLKTGDAIVAINKDKVTDWDSLKEALRENTQKFSK 251
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NTDB id 57822 ECBG RS10525 WP 005229437.1 ..QIALAVKRGSETLDLTATPASQESGETTIGFLGITASLKTGIGDILLGGLQTTIDNSLVIFRAVGNLIAQPDINKLGGPVAIF 335
NTDB id 291 STER RS01205 WP 011680685.1 GDSLSVTVKRSNGQEETIS...VKPQESQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMF 333
NTDB id 323 STU RS10650 WP 011225396.1 GDSLSVTVKRSNGQEETIS...VKPQKSQGSYFLGVSPVLKTGLKDKIFGGFQMAWEGATAILATLKGLITNFSLNKLGGPVAMF 333
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NTDB id 57822 ECBG RS10525 WP 005229437.1 QLSSQAASQGVTTVIAMMAMISINLGIFNLLPIPGLDGGKLVLNILEGLRGKPISQEKEGIITLIGFGFLMLLMVLVTWNDIQRF 420
NTDB id 291 STER RS01205 WP 011680685.1 QMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRA 418
NTDB id 323 STU RS10650 WP 011225396.1 QMSAQASESGLISILDLMGMLSINLGIFNLIPIPALDGGKIVMNIIEAIRRKPLNQEIESYITLAGVAVMVVLMIAVTWNDIMRA 418
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