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NTDB id 57703 MMALV RS04980 WP 015504897.1 MSDGKSGSAFGTTWKRIIVYLGKGRRILWASLILSFMSTILTLIGPGKLTEITDKISEGLGGAMDIDGIAGLVIVLVAIYTAGLV 85
NTDB id 370 SMU RS04260 WP 002263294.1 MEN.KK....KSLLSQMAPYLKGYKALFGLAVIFTIVSSTITVIGPDRLKEMTDTMTKGLAGKIDLDKIGEIALTLALLYFAGAL 80
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NTDB id 57703 MMALV RS04980 WP 015504897.1 LSVIENYMVATLSQRTAGRLREDLSSKINRIPLSYFDSTSTGDTLSRVTNDADRVGESTDEGLGTFISEITLLIGALVMMVYTNI 170
NTDB id 370 SMU RS04260 WP 002263294.1 VSYTASFIVSTLIQKFSQRLRNAIADKINKVPLKYFDSHSQGDTLSRVTNDVDLMTQSFNQSLVSMVAAIILLIGSIFMMIKTNG 165
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NTDB id 57703 MMALV RS04980 WP 015504897.1 TMAMAAILPTVAGMLMMLLIMRKSQKYFQNQQRNLGDMNGLVEETYSGHTVIKAYNAEGRFGKRFVTVNEDLCRSAFASQFLSGM 255
NTDB id 370 SMU RS04260 WP 002263294.1 ALAATAILSVFAGFVLSTVIMAKSQPLFKKQQANLADVSGYVEEVYSGHNVVSSYNAIQQSKKQFENLNDQLFASMWKSQFFSGI 250
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NTDB id 57703 MMALV RS04980 WP 015504897.1 MMPLMSFIGNFGYVMVCIVGALLALDGQISIGVIVAFMIYVRLFTQPLSGMAQAFTSMQTAAAAGERVFEFLDLPEMVKDETEPF 340
NTDB id 370 SMU RS04260 WP 002263294.1 MMPLMQFIGNFGYVMVCIVGATMAINGDITMGTIVAFMTYVRIFTQPIAQIAQGITQLQSANAAMGRVFEFLDEEEIEDENHKVK 335
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NTDB id 57703 MMALV RS04980 WP 015504897.1 DSSKVKGEVEFRDVHFGYVPGKEIIHGFSLKVKPGQKVAIVGPTGAGKTTMVNLLMRFYEVNSGDILIDGRSIKDMSREEVHDCF 425
NTDB id 370 SMU RS04260 WP 002263294.1 QLEKVEGNVNFDNVFFGYSPDKTIIHDFSAHAKAGQKIAIVGPTGAGKTTIVNLLMRFYEVDRGMISIDGVNIHDMTRKEVHDAF 420
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NTDB id 57703 MMALV RS04980 WP 015504897.1 SMVLQDTWLFAGTVRENVVYSKEGVTDEELTDACEAVGLHHYVETLPDKYDTVLDDVSSISVGQRQQITIARAIVQNAPLLILDE 510
NTDB id 370 SMU RS04260 WP 002263294.1 AMVLQDTWLFEGTVKENLIYNQKHITDEQVIAAAKAVGVHHFIKTLPKGYDTVLDDSVTLSVGQKQLLTIARALLKDAPLLILDE 505
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NTDB id 57703 MMALV RS04980 WP 015504897.1 ATSSIDTRTERKIQEAMDRMMENRTSFVIAHRLSTIRNADVILMMKDGNVIEQGSHEELMRAGGAYCELYNSQFDN... 586
NTDB id 370 SMU RS04260 WP 002263294.1 ATSSVDTRTEELIQRAMDHLMEGRTSFVIAHRLSTIRNADLILVMRDGNIIEQGSHDQLMAENGFYADLYNSQFTEEVA 584
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