
logo

MKI
M
I
K
R
N
Q
S
T
H
K
K
G
V
I
F
I
L
S
T
A
R
K
R
I
Q
A
I
F
L
V
I
S
F
I
S
L
M

A
I
G
I
L
T
V
A
S

F
P
A
V
L
V
S
A
A
L
M
Y
I

L
T
A
L
A
I
A
M
L
F
S
M
A
L
M
S
Q
P
V
A
D
T
Y
A
L
A
S
S
K
L
A
D
A
Q

A
G
N
V
A
D
N
T
S
I
M
L
E
K
I
T
K
D
S
N
L
V
I
D
V
K
F
P
V
A
L
S
M
A
N
S
T
P
Q

M
I
L
A
P
N
E
G
K
D
N
Q

I
Q
G
R
K
V
T
I
R
E
L
V
I
A
D
K
R
F
L
V
E
S
M
QFSDNEKGAELP I

V
L
P
A
V
K
P
QAEN
L
Q

V
P
R
S
T
A
Q

S
A
G
F
Y
V
I
T
Q

I
L
T
S
Q
E
S
N
Q
KPPSAR I

L
V
A
I
I
LDLFEIPDQGSKVATDGQI

N
S
M
Q

A
S
G
K
Q

M
I
L
PSAGQ

K
D
K
T
Q
Q
S
K
L
N
R
V
K
T

NTDB id 1115 OK783 RS00485 WP 003698035.1 ..MNTKLTKIISGLFVATAAFQ.TASAGNITDIKVSSLPNKQKIVKVSFDKEIV.NPTGFVTSSPARIALDFEQTGISM..DQQV 79
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ..MRKIIAILILISAS...LSMAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQKT 80
NTDB id 1257 GCO85 RS04855 WP 163621000.1 ..MRKIIAILILISAS...LSLAYSKDNSLISVKVLPLPENRVRIDFQFSKPLKQLPASFITQKPPRLVLDFISTDMQIPSDQKT 80
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ..MKQIIRQFSIGTVAYAI.MQVASAQVAITNVVPMNIPGQGTEIRVMFNGLPP.QPQAYQLEQPARLILDFDKAGQKL..AKSL 79
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ..MNHVFRQFSMGAVAIAI.MQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGL..KQSK 79
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ..MNHVFRQFSMGAVAIAI.MQAASAQVSMTNIVPMQIAGQGTEIRVMFNGLPP.QPQAYQLENPSRLILDFDKAQQGL..KQSK 79
NTDB id 57642 TOL RS15625 WP 015488342.1 MKIIKGLRQAVFAVPAMLLLMSADALAVTLKDIKFSTMAGDITEIALEFDGAPP.EVSGYTIEKPARIAIDLPGVQSAL..QTKR 82
NTDB id 1193 PAKAF RS26665 WP 003161249.1 ..MNSGLSRL..GIALLAAMFAPALLAADLEKLDVAALPGDRVELKLQFDEPVA.APRGYTIEQPARIALDLPGVQNKL..GTKN 78
consensus * ** ** * * ** * * **** **** ! * ** ** ! !***!* * *

logo

H
L
R
K
I
P
S
T
E
L
Y
I
V
G
S
T
Q
A
D
N
V
L
T
P
N
G
L
N
S
E
T
L
A
H
R
S
K
S
A
I
Y
V
S
N
T
D
A
I
V
A
S
T
V
E
Q
A
S
A
N
T
V
D
S
G
K
D
K
S
Q
DRTSVARVALTIV I

L
V
E
NLNDTKKQTRDPTALSASVGQSAFYNSTGTETSRATVNRAEGSNI

K
N
V
T
V
L
Y
F
F
L
W
S
I
I
V
L
F
R
K
V
V
L
I
G
N
E
G
N
S

I
R
A
K
S

D
P
Q
S
A
D
E
S
N
T

E
G
D
S
T

K
V
A
L
N

V
F
S
A
F
V
E
P
A
N
A
G
S
N
R
T
K
A
P
T
E
A
P
V
T
V
S
KAATK

S

G
P
V
L
A
S
A
P
A
P
T
V
A
S
KQQAAAPFTESVVSV

Y
A
S
A
Q

NTDB id 1115 OK783 RS00485 WP 003698035.1 LEYADPLLSKISAAQNSSRARLVLNLNKPGQYNTEVRGNKVWIFINESDDTVSAPARPAVKAAPAAPAKQQAAAPFTESVVSVSA 164
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSIYSLVLNGKSNDLFENSKEV.......................... 139
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KTIQLGSLHSYNIVAVGDRVRAILELDRSVSYSGSTAGSVYSLVLNGKSNDLFENSKEV.......................... 139
NTDB id 1009 ACIAD RS15175 WP 004923730.1 IPVTTNEASSIDVSSDDKRARVVVNLKDAGAFTTRVEGNVFILKINNIQSTA..........TPVAT.................. 136
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ISVATNEASSVDVTSDDQRSRLTVNLKDTGAFTTRVEGNTFILKINSAQTSN..........KPLPV.................. 136
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ISVATNEASSVDVTSDDQRSRLTVNLKDAGAFTTRVEGNTFILKINSAQTSN..........KPLPV.................. 136
NTDB id 57642 TOL RS15625 WP 015488342.1 HEIGNGNARSATIVATKDRARLVVNLTQLAAYTTTANGNTLLVRIGERSEEKVFAGNTVTSASGASVS................. 150
NTDB id 1193 PAKAF RS26665 WP 003161249.1 RELSVGNTRSVTVVEAKDRTRLIINLTTLSSYTTRVEGNNLFVVVGNSPAGASVASTAPVKASPAPAS..............YAQ 149
consensus * ** * ! !****! * *** * !* * * ** *

logo

P I
F
K
S
I
P
T
AK
N
P
S
V
Q
A
Q
Y
S
V

A
P
V
P
N
A
P
S
Q
A
D
G
Q
S
K
P

A
M
R
H
Q

A
E
K
G
Q
V
I
G
R
T
V
K
S

R
N
V
IGDFQRKGRDIGAGSELQKNQGAGEGI

N
Q
R
L
I
V
E
Q
L
V
L
V
I
A
M
D
A
V
L
N
Q
L
S
D
G
A
F
P
S
T
A
R
T
G
N
A
G
L
I
T
Q
S
P
A
I
P
V
N
DI
V
R
S
T
Q
E
R

Q
E
V
Q
H
G
D
G
K
S
H
E
K
V
I
R
I
V
A
L
I
V
T
D
N
R
L
T
F
A
K
P
S
I
L

K
N
G
H
I
V
T
Q
R
T
K
L
IPDLTVANHLQRSMAVKRSRYLNDTVAKNSTDFKHASTPVAKSQFKYISVINTDLSMAKRSQYAQRNLQDEDNSKG

NTDB id 1115 OK783 RS00485 WP 003698035.1 PFSPAKQQAAASAKQTNIDFRKDGKNAGIIELAALGFAGQPDISQQHDHIIVTLKNHTLPTALQRSLDVADFKTPVQKVTLKRLN 249
NTDB id 1284 ACE17W RS12370 WP 010946666.1 .FIT.NQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEG 222
NTDB id 1257 GCO85 RS04855 WP 163621000.1 .FIT.NQVVNAKHEIKRIDFRGIEKQGGRVLIDVSDTGIPIDVTQVGKEIVVNFLNTKIPLNLMKRYDVSDFHSPVQIITMQQEG 222
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ......SAPAPQQGIGNIGFQRGAQGEGLVVIDLQGTNTPVDVQQQGSKVVVRFPGIKIPTHLARRLNTTDFATPVASIDSYNDG 215
NTDB id 1039 H0N27 RS01460 WP 031993779.1 ......VS.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDK 214
NTDB id 1052 ABD1 RS15850 WP 001017033.1 ......VS.AQPQGVSNIGFQRGSQGEGLVVVDLLGSNTPVDVQQQGSKVVIRTIGTKIPTHLARRLNVNDFATPVSSIDAYNDK 214
NTDB id 57642 TOL RS15625 WP 015488342.1 ........PASDMKVVNVDFRRGELGEGQIQIMLNDARASANIRREGSKIIADLSGVRLPDVLSRRLDVTDFATPVKYVDARRED 227
NTDB id 1193 PAKAF RS26665 WP 003161249.1 PIKP.KPYVPAGRAIRNIDFQRGEKGEGNVVIDLSDPTLSPDIQEQGGKIRLDFAKTQLPDALRVRLDVKDFATPVQFVNASAQS 233
consensus * * ***! ** **! ***** * **** *** **** ***! ! ***** !!**!! * **

logo

D
N
S
K
G
D
N
R
K
V
V
G
T
Q
S
R
V
L
M
I
I
S
V
TITELQTPSKSTSDGLDNSFWYDGELHYVFLMNVAKYSQTVAADNEPKNGLRQKYFLSMTFVINQDS ILVLSFKERPKMLPKPQTQNTADLNEKDEAQSVINEGKVREGLRQTNRVSANQSLKNLYKADNKPQKNTKFPQAPTVNFYSTGRENKRKI

LSLDNFQNDVIDSE I
VRSTAR I

VLQI
L ILAKDEFSTDNGMLINI

L
MVTVAASDTKSVSQ

NTDB id 1115 OK783 RS00485 WP 003698035.1 NDTQLIITTT.GNWELVNKSAAPGYFTFQVLPKKQNLESGGVNNAPKTFTGRKISLDFQDVEIRTILQILAKESGMNIVASDSVS 333
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KKVRMTILSK.GDYGHFVYQVNKQ.FMVDVFPLT.AEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQ 304
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KKVRMTILSK.GDYGHFVYQVNKQ.FMVDVFPLT.AEEIRQAKLKKQVFTGKRISLNFQNISIRAVLQLLADFTGINMVVSDKVQ 304
NTDB id 1009 ACIAD RS15175 WP 004923730.1 SNGVISIQST.GSYEYMAYQAENK.LTISLKRPQ.DN.VRLNSKNNQNYTGKKISLDFQDIEVRRVLQLLADFTNINMVTADSVQ 296
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GVGVITIQSS.GSYEYMAYQAENK.LTISLKRPQ.DK.NVTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQ 295
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GVGVITIQSS.GSYEYMAYQAENK.LTISLKRPQ.DK.NVTSLYKTPNYSGNKLSLDFQDIEVRRVLQLLADFTGINMVAADSVQ 295
NTDB id 57642 TOL RS15625 WP 015488342.1 GVTRIVIEPTSDNFEYLAYQTDKL.LSINVSEPP..KDQKEAQKKQFPFTGEKLSLNFQNIEVRAVLQLIADFTGLNLVASDSVQ 309
NTDB id 1193 PAKAF RS26665 WP 003161249.1 DRTSITIEPS.GLYDYLVYQTDNR.LTVSIKPMT.TEDAERRKKDNFAYTGEKLSLNFQDIDVRSVLQLIADFTDLNLVASDTVQ 315
consensus **! ** * **** ** * *** * * * **! **!! !!****! *!!**!*****!*!**!*!*



logo GAKDNMITLHSRLNQKNDI
VPWDQALDLIVIMLQTKATRQKGNLGDMQKRKQRLMQKNGSNI

V
V
L
M
I
N
W
L
V
IDATPRAKVSDASE I

M
L
L
A
D
I
A
K
K
S
A
M
R

D
E
R
K
E
A
D
Q
V
E
F
Q
E
A
L
Q
E
K
S
A
E
I
Q
V
R
K
Q
A
D
T
Q
V
S
I
T
A
V
E
D
E
KLGEAAP I

L
V
Y
Q
R
R
S
T
Q
D
E
N
L
Y
F
M
I
L

Q
V
I
L
N
KYKANKVAESGAEVDFLI ERMASTGKVI

L
F
L
I
Q
R
K
T
L
D
S
Q

D
V
K
G
N
R
T
S

NTDB id 1115 OK783 RS00485 WP 003698035.1 GKMTLSLKDVPWDQALDLVMQARNLDMRQQGNIVNIAPRDELLAKDKAFLQAEKDIADLGALYSQNFQLKYKNVEEFRSILRLDN 418
NTDB id 1284 ACE17W RS12370 WP 010946666.1 GDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLIKDK. 388
NTDB id 1257 GCO85 RS04855 WP 163621000.1 GDITLRLNDIPWDQALDIILTTQGLDKRRKGNVMLIDTKASMDKMEEEQLKSQQTIEKLEPIRSDLIQINYAKAADIAVLIKDK. 388
NTDB id 1009 ACIAD RS15175 WP 004923730.1 GNITLHLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVSELIKSEEDEAKAIAQSTKLAPLQTEYILLKYAKAADIEKLITQGR 381
NTDB id 1039 H0N27 RS01460 WP 031993779.1 GNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLITQGS 380
NTDB id 1052 ABD1 RS15850 WP 001017033.1 GNITLRLKDVPWDQALDIILKTKNLDKRRNGNVIWIAPVAELIKAEEEEAKAVAQSVKLAPLQTEYIQLKYAKAGDIMGLITQGS 380
NTDB id 57642 TOL RS15625 WP 015488342.1 GAITLRLQNVPWDQALDLVLKTKGLGQRQMGSVLLIAPAAEIAAREKVELEAVRQVEELAPLVTEYMQLKYAKASVLATLLTS.. 392
NTDB id 1193 PAKAF RS26665 WP 003161249.1 GNITLRLQNVPWDQALDLVLKTKGLDKRKLGNVLLVAPADEIAARERQELEAQKQIAELAPLRRELIQVNYAKAADIAKLFQSVT 400
consensus ! *!!*! **!!!!!!!****** !**!* !*** *** *** * ******* ** *!*** ** ****!****** **

logo

A
S
N
S
D
N
T
G
S
G
N
T
S
G
N
L
S
Q
N
HTSGGGTSTSTNGLSNATTGVEDPSLGDNSNERQ

V
E
Q
G
N
G
T
S
K
L
E
V
L
G
S
E
D
G
PRGKSTAVI LVSTI

L
Q
VDEAPDARTNSTI

L
L
W
I
A
M
V
I
K
T
Y
Q
N
Q
D
P
T
Q
R
A
G
S

A
E
S
T
Q

N
R
V
S
K
L
IDEKEQFLIVRREKAILMVI ISKDEMLQLDI

V
Q
P
A
V
Q
R
KQVLMVI EAR IVVREVA

NTDB id 1115 OK783 RS00485 WP 003698035.1 ADTTG........................NRNTLVSGRGSVLIDPATNTLIVTDTRSVIEKFRKLIDELDVPAQQVMIEARIVEA 479
NTDB id 1284 ACE17W RS12370 WP 010946666.1 ..............................QNSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQVLIEARIVEV 443
NTDB id 1257 GCO85 RS04855 WP 163621000.1 ..............................QNSLLSDRGKISVDARTNTIWIQDTGTKIEEVRELIKQLDIPVKQVLIEARIVEV 443
NTDB id 1009 ACIAD RS15175 WP 004923730.1 NSGTSNSN.........TNGSATVEPLGDSVGTLLSPRGTISLDPRTNTLIINDTSQKIDQIRKMIDLLDIPVKQVMIEARIVRA 457
NTDB id 1039 H0N27 RS01460 WP 031993779.1 NNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVEARIVRA 465
NTDB id 1052 ABD1 RS15850 WP 001017033.1 NNSNGLQHTSGGGTSTSTNLNTGVDSLGNNVGSLLSPRGTITQDDRTNTLIINDTAQSIDQIRKMIDLLDVQVKQVMVEARIVRA 465
NTDB id 57642 TOL RS15625 WP 015488342.1 ..............................EQGLLSERGTAVVDERTNTLLMKDTSANLEKVREAIIMLDVPVRQVLIEARIVVA 447
NTDB id 1193 PAKAF RS26665 WP 003161249.1 SDGG..........................QEGKEGGRGSITVDDRTNSIIAYQPQERLDELRRIVSQLDIPVRQVMIEARIVEA 459
consensus **** !!****! *!!******* ** *!*** !!****!!**!!!!! *

logo

A
N
S
T
D
V
K
T
D
G
S
V
Y
F
D
G
T
S
R
Q
K
S
D
E
M
I
LG I

V
R
K
F
WGAGVITASLGYRSFHRPQTGKDGKHITLNGKQWNSGSNEGSNTWYNGSLTAKTLADFEVGNAGI

N
S
G
Q
E
I
Q
L
T
K
T
D
L
E
T
A
W
D
E
G
R
N
V
G
L
M
S
R
Q
E
N
C
I
S
P
D
G
L
K
S
F
K
DGN
R
D
A
P
E
I
T
A
G
TGSGCDSYGKTFWAPATQTNYGNVTTVIDSPEAKLRQSTEPNPTRDAKSRNI

N
P
L
F
V
NLVPDFVLAGVAAVPLTGKASTDNTATPGATSANGVSTGSFIGSAI

F
L
V
A
G

NTDB id 1115 OK783 RS00485 WP 003698035.1 ADGFSRDLGVKFGATGRKKLKNETSAFG......WGV.NSGF....GGGDKW.....EAQTKINLPVAA........AANSISLV 540
NTDB id 1284 ACE17W RS12370 WP 010946666.1 TKDFSQDIGIRWGVSRPTHLSG..TLEGANEL..AR.............GTAPANVVPLERRLNLDLAAAPLTGATPASVGIALA 511
NTDB id 1257 GCO85 RS04855 WP 163621000.1 TKDFSQDIGIRWGVSRPTHLSG..TLEGANEL..AR.............GTAPANVVPLERRLNLDLAAVPLTGATPASVGIALA 511
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TTSFSKEMGVKWGILSQGINQNSNLLVGGSETTLWNLRNPDS.N.....GT...YTIERPDNLNVDLGV.....TTTGASSIAFG 528
NTDB id 1039 H0N27 RS01460 WP 031993779.1 STSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKK.DETTGGYK...YTIERPDNLNVDLGV.....SNP.AGSIAFG 540
NTDB id 1052 ABD1 RS15850 WP 001017033.1 STSFTKELGVKWGILSQGITNNNNLLVGGSETTLWNLREPKK.DETTGGYK...YTIERPDNLNVDLGV.....SNP.AGSIAFG 540
NTDB id 57642 TOL RS15625 WP 015488342.1 NTSVGKELGVKWGGASFKDNGSNWTTAGGSQQTLTEGSQILFDRATTGSS...TQNIDLTNANVVDFGA.....TNAAASTFAIG 524
NTDB id 1193 PAKAF RS26665 WP 003161249.1 NVGYDKSLGVRWGGAYHKGNWSGYGKDGNIGIKDEDGMNC...GPIAGSCTFPTTGTSKSPSPFVDLGA.....KD.ATSGIGIG 535
consensus * *****!***!* * !* * * ** ******* ** *****

logo

F
R
Y
K
L
Q
L
I
A
N
T
S
I
L
M
A
D
S
S
N
D
G
I
F
A
I
L
MLNDLQELSAI

M
S
L
Q
E
K
T
A
S
L
T
D
E
S
G
K
N
R
Y
T
A
G
K
E
T
I
L
V
L
V
I
A
S
N
Q
S
TPKRLVLVIMS

T
Q
S
T
A
N
D
G
R
Q
K
E
K

Q
E
K
A
TASVKVI LAEKTSGSTVYEQQE I

VPFYTQQVESATSTANSSAGGAGTNSSTTASANTVTEASLFKSDEKAALVLGRSLTKNEVTPNSQITPDDNGQRKIQILVM
NTDB id 1115 OK783 RS00485 WP 003698035.1 R.AISSGALNLELSASESLSKTKTLANPRVLTQNRKEAKIESGYEIPFTVTTASGGGNSTNTELKKAVLGLTVTPNITPDGQIIM 624
NTDB id 1284 ACE17W RS12370 WP 010946666.1 KLN.DNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGAT...AVAFKKAVLSLKVTPQITPDGKILM 592
NTDB id 1257 GCO85 RS04855 WP 163621000.1 KLN.DNILLDLELSALESEGRAELISSPRLITTNQQAAVIESGEEIPYQEATSSGAT...AVAFKKAVLSLKVTPQITPDGKILM 592
NTDB id 1009 ACIAD RS15175 WP 004923730.1 LISLSDFMLDLELSALQADGYGEVISTPKVMSADKQKAKVATGVEVPYQSTTNSAAGSTATTSFKEALLSLEVTPNITPDGKILM 613
NTDB id 1039 H0N27 RS01460 WP 031993779.1 LISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQM 625
NTDB id 1052 ABD1 RS15850 WP 001017033.1 LISMSDFMLDLELSALQADGYGEVISTPKVMTADKQTAKVATGQQVPYQSTTNSAAGSTATTSFKDALLSLNVTPSITPDGKIQM 625
NTDB id 57642 TOL RS15625 WP 015488342.1 YQT.ADFLLDLELSAIETEGRAEIVSQPRVITADGQTASIESGTEIPYQQASSSGAT...NVAFKSAVLRLEVTPQITPDDRIIM 605
NTDB id 1193 PAKAF RS26665 WP 003161249.1 FIT.DNIILDLQLSAMEKTGNGEIVSQPKVVTSDKETAKILKGSEVPYQEASSSGAT...STSFKEAALSLEVTPQITPDNRIIV 616
consensus ** *!*!*!!!** ** ******!**** *** !** *! **!** * !** * *! !*!*! !!!*!!!!**!**



logo

T
E
K
D
V
L
L
N
D
K
Q

V
I
A
T
S
N
N
Q
KDATS IVPDGNSAEQSYGPCYAQANMSTAGLNQTFPSLNATGGIEVALPCPSAI LI SINKTKNASTNELVI EQNATKQNAIVMLVDENDNGGQETLIV I

V
I
V
LGGI

V
Y
F
R
S
K
E
E
N
S
Q
N
D
E
T
D
N
Q
K
T
G
S
V
M
N
T
K
N
A
T
V
S
L
Q
V
I
E
R
N
T
R
K
T
I
VPLFLFGEDI

LPLYVLIVGANIRLFKSRRTYNKKTDRAGSTQVVIKKSTETLDARTKDRNKRSENQELLVI FLVI
NTDB id 1115 OK783 RS00485 WP 003698035.1 TVKINKDSPAQCASGNNTILCISTKSLNTQAMVENGGTLIVGGIYEENNGNTLTKVPLLGDIPVIGNLFKTRGKKTDRRELLIFI 709
NTDB id 1284 ACE17W RS12370 WP 010946666.1 DLQINQDTPSPQ.T.FLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFI 675
NTDB id 1257 GCO85 RS04855 WP 163621000.1 DLQINQDTPSPQ.T.FLGVPAIITKEIQTNVLVNNGQTIVLGGIYKQDKNKVINRIPFFGELPVVGILFSNRQITLKNEELLIFI 675
NTDB id 1009 ACIAD RS15175 WP 004923730.1 ELNIANDSINSY.A.QNGEAILNKNTINTNVLVNNGETVVLGGVFEQTTNNAVTKVPFLGDLPYVGRLFKKTAKSEAKNELLIFV 696
NTDB id 1039 H0N27 RS01460 WP 031993779.1 KLDISKDSVAGA.A.PNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFV 708
NTDB id 1052 ABD1 RS15850 WP 001017033.1 KLDISKDSVAGA.A.PNGELILNKNNINTNVLVDNGETVILGGVFEQTTMNSQTKVPFFGDIPVVGRLFRKDVKSDDKQELLIFV 708
NTDB id 57642 TOL RS15625 WP 015488342.1 DLLINQDSVGEQ...TSAGPSINTNAVETQVLVENGETVVLGGIFRSEDVTTIRKTPFFGDLPLIGALFRYKSKTDTKSELLVFI 687
NTDB id 1193 PAKAF RS26665 WP 003161249.1 EVKVTKDAPDYQNM.LNGVPPINKNEVNAKILVNDGETIVIGGVFSNEQSKSVEKVPFLGELPYLGRLFRRDTVTDRKNELLVFL 700
consensus ** * !* ** ** * ******! *!*!***!!** * ** **!**!**!**! !!* *** * !!!*!*

logo TPRLIMIVDKTNTNDQATAGIL INVASAGSTIR I
L
R
T
N
G
R
T
H
R
Y
I EGREKDVYK

NTDB id 1115 OK783 RS00485 WP 003698035.1 TPRIIDTAGNSLRY......... 723
NTDB id 1284 ACE17W RS12370 WP 010946666.1 TPRIITNALSITTIEGREKDVYK 698
NTDB id 1257 GCO85 RS04855 WP 163621000.1 TPRIITNALSITTIEGREKDVYK 698
NTDB id 1009 ACIAD RS15175 WP 004923730.1 TPRIVNDTIVGNH.......... 709
NTDB id 1039 H0N27 RS01460 WP 031993779.1 TPRIVNDTLARNH.......... 721
NTDB id 1052 ABD1 RS15850 WP 001017033.1 TPRIVNDTLARNH.......... 721
NTDB id 57642 TOL RS15625 WP 015488342.1 TPRLVKDTLSTR........... 699
NTDB id 1193 PAKAF RS26665 WP 003161249.1 TPRIMNNQAIAIGR......... 714
consensus !!!** *

X non conserved

X similar

X ≥ 50% conserved


