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NTDB id 57624 TOL RS00660 WP 015485330.1 APNELDI.TPSSAVAEINPD..VMVDVPVKAVAEEKKGFFGRIRSGLSKTRSGFTDGLASLLLGKKEIDDDLMDDLETQLIMADV 161
NTDB id 1118 NGFG RS11455 WP 003696286.1 GEAAERVESAKEAVAETVGEAVGQVQEAVATTEEHKLGWAARLKQGLAKSRDKMAKSLAGV.FGGGQIGEDLYEELETVLITGDM 163
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NTDB id 57624 TOL RS00660 WP 015485330.1 GVEATTEIIKRLTARVSRKELKDSDALYEALIDELQDMLAVSQKPLVIDSSKKPYVILMVGINGVGKTTTIGKLAKQFQKRGKSV 246
NTDB id 1118 NGFG RS11455 WP 003696286.1 GMEATEYLMKDVRGRVSLKGLKDGNELRGALKEALYDLIKPLEKPLVLPETKEPFVIMLAGINGAGKTTSIGKLAKYFQAQGKSV 248
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NTDB id 57624 TOL RS00660 WP 015485330.1 MLAAGDTFRAAAVEQLQVWGERNNVPVVAQHTGADSASVLFDALQAAQARKVDVLIADTAGRLHNKDNLMQELEKVVRVMQKLDP 331
NTDB id 1118 NGFG RS11455 WP 003696286.1 LLAAGDTFRAAAREQLQAWGGRNNVTVISQTTG.DSAAVCFDAVQAAKARGIDIVLADTAGRLPTQLHLMEEIKKVKRVLQKAIP 332
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NTDB id 57624 TOL RS00660 WP 015485330.1 SAPHEVMLVLDAGTGQNAINQTKHFLQSVGVTGLTLTKLDGTAKGGIIFALAKQFGLPVRYIGVGEGIDDLRPFNADEFTRALFR 416
NTDB id 1118 NGFG RS11455 WP 003696286.1 GAPHEIIVVLDANIGQNAVNQVKAFDDALGLTGLIVTKLDGTAKGGILAALASDRPVPVRYIGVGEGIDDLRPFDARAFVDALLD 417
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