logo

NTDB id 126 BSU 03770 NP 388259.1

NTDB id 57554 1653 RS18120 WP 015483839.

NTDB id 128 BSU 37460 NP 391626.1
consensus

logo

NTDB id 126 BSU 03770 NP 388259.1

NTDB id 57554 I653 RS18120 WP 015483839.

NTDB id 128 BSU 37460 NP 391626.1
consensus

logo

NTDB id 126 BSU 03770 NP 388259.1

NTDB id 57554 I653 RS18120 WP 015483839.

NTDB id 128 BSU 37460 NP 391626.1
consensus

logo

NTDB id 126 BSU 03770 NP 388259.1

NTDB id 57554 I653 RS18120 WP 015483839.

NTDB id 128 BSU 37460 NP 391626.1
consensus

logo

NTDB id 126 BSU 03770 NP 388259.1

NTDB id 57554 I653 RS18120 WP 015483839.

NTDB id 128 BSU 37460 NP 391626.1
consensus

(550 ANE . S D G e el AL ERL LB1LE Bk EELSD.
i GVI|ESS G KINEWYRYIRJNFS PDAENL EEINQELJSHM jBIDS] LIALYYSLMEFRH LML YLEPLEKIRYIE QPSLS L
AMTGVISSSSIGEKINEWYMYIRRFSIPDAEYLRREIKQELDHMEEDQDLHLYYSLMEFRHNLMLEYLEPLEKMRIEQPRLSDL
AMTGVISSSSIGEKINEWYMYIRRFSIPDAEYLRREIKQELDINMEEDQDLHLYYSLMEFRHNLMLEYLEPLEKMRIE QPRLSDL

MMMMWMMWMMMMMWWWM

BRI IDERIQANLIMGLL YYPNFFRGMYEIIDIYRE  SAIj KWNAEKLEJFVEID IE AEF FKil E YYYMKQTYFS§ipy AYE
LLEIDKKQARLTGLLEYYFNFFRGMYELDQREYLSAIKFFKKAESKLIFVKDRIEKAEFFFKMSESYYYMKQTYFSMDYARQAYE
LLEIDKKQARLTGLLEYYFNFFRGMYELDQREYLSAIKFFKKAESKLIFVKDRIEKAEFFFKMSESYYYMKQTYFSMDYARQAYE

VAT A L BkcuEob sy el TN syl eghlAvEE

T
IYlYE EpYN R QCHI§ F |YN|® Dj EQALSSHERGRAIRNMA - AEQREENQLYYGRER(YN ' GLCR@QUQIIN® JZATINYF| A - INFES]
IYKE EAYNIRLLQCHSLFATNFLDLKQYEDAISHFQKAYSMAEAEKQPQLMGRTLYNIGLCKNSQSQYEDAIWNYFKRATIAVFEE
IYKEBIEAYNIRLLQCHSLFATNFLDLKQYEDAISHFQKAYSMAEAEKQPQLMGRTLYNIGLCKNSQSQYEDATI|gYFKRATAVFEE
Pl bk Do Dok Dok DD Dok Dok Dok Dokt Dok Dok D Dok Dok D bk D Dok D sk D sk D s Dl Dok Dok DL D Dok Dok | 1k

L BYFL Tl Dt st e EF L D geFoel sk L

ST RNSLPQAYFLITIMIMYK@NGKEDKASEYHIY Ghgay KESNPDERYENMNFEFLRSLYLPpP EE I Ri¢F[R LiQUKN YAD EDS
SNILPSLPQAYFLITQIHYKLGK DKAHEYHSKGMAYSQKAGDVIYLSEFEFLKSLYLSGPDEEAIQGFFDFLESKMLYADLEDF
SNILPSLPQAYFLITQIHYKLGK DKAHEYHSKGMAYSQKAGDVIYLSEFEFLKSLYLSGPDEEAIQGFFDFLESKMLYADLEDF

e R

A VAKYYMENKYEFISH
AIDVAKYYHERKNFQKASAYFLKVEQVRQLIQGGVSLYEIEY| 381
ATIDVAKYYHERKNFQKASAYFLKVEQVRQLIQGGVSLYEIEYV| 381

K non conserved
B similar
> 507 conserved

85
84
84

170
169
169

255
254
254

340
339
339



