
logo

MRAGMF
LALAAGLLALLRFWLPSQTLPASFGGWVWLLASLAVAPLVAGLLPLLFPFTRGWRYFP I

L
A
G
F
LFLFLGFLAVWACLQNSAQWALDDRLDPKVADLDGRTFLWLEGQRVETGL

NTDB id 57461 H681 RS16140 WP 015477947.1 ....MFALAAGLLALRWLSTLPAGWVLLSLVALALPLLFTRGYFIGLFLLGFAWACQSAQWALDDRLDKALDGRTLWLEGRVEGL 81
NTDB id 1199 PSJM300 12650 AFN78592.1 MRAGMLALAAGLLLLRFLPQLPSFGWLLALAPVGLLLLPFRWRPLAFFLFGLVWACLNAQWALDDRLPVDLDGRTFWLEGQVTGL 85
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NTDB id 57461 H681 RS16140 WP 015477947.1 PDLTGPSVRFVLSDVSSPRARLPGTLRLSWFGGPAVQGGERWRLAVKLKRPYGMANGAGFDYEAWLTAQRIGAIGSVKDGQRLEA 166
NTDB id 1199 PSJM300 12650 AFN78592.1 PDRRGDVVRFELEDIHSRHAGLPSRIRLAWYGGPEIRSGERWRLAARLKRPSGMVNPSAFDYEAWLLARRIGATGTIKAGERIAE 170
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NTDB id 57461 H681 RS16140 WP 015477947.1 SSGPPAWREAWRQRLLAVDAQGRSGALAALVLGDASGLTTADWQVLQDTGTLHLMVISGSHISLLAGLLYAVVAGLARFGVWPSR 251
NTDB id 1199 PSJM300 12650 AFN78592.1 AASSGAWRDRLRQRLLTVEAHGRAGAIAALVVGDGSGLSTADWRVLQDTGTVHLMVISGQHVGMLAGLLYAVVLLLARWGIWPQR 255
consensus **!!!* !!!!! !*!*!! !!*!!!!*!!*!!!*!!!! !!!!!!!*!!!!!!! !* *!!!!!!!!! !!!*!*!! !

logo

L
VPWLPCWACGLLAAFALGALWAGYGSLWLMAGFEVPLVQRRAC I

LMVAS IVLLWRLRFHRHRLSGLVWLTPLLGIALLVAGVLLMAVDEPLAVI
SLLQPGFWLSFYAVAVALL I

NTDB id 57461 H681 RS16140 WP 015477947.1 VPWLPCACLLAALGAWAYSLMAGFEVPLQRACIMVSIVLLWRLRHRRSGLWTPLLGALLAVLLAEPLVILLPGFWLSYAAVALLI 336
NTDB id 1199 PSJM300 12650 AFN78592.1 LPWLPWACGLAFAGALGYGWLAGFEVPVRRACLMVAIVLLWRLRFRHLGVWLPLLIALVGVLMVDPLASLQPGFWLSFVAVALLI 340
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NTDB id 57461 H681 RS16140 WP 015477947.1 FGFSGRLGRWTAWRTWLRAQWLMAIGLLPASVALGLPLSISGVVANLLAVPWVEMAVVPLALLGSLALGIPWLGEGLLWISGGLL 421
NTDB id 1199 PSJM300 12650 AFN78592.1 WIFRGRLGVPSWWRALLYAQWAMALGLLPAMLVLGLPVSLSGPLANLLAVPWISVLVVPLALLGSFLLWVPWLGEALLWLAGGLL 425
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NTDB id 57461 H681 RS16140 WP 015477947.1 ELLFRLLGWMAALAPAWQPVNAPAWALLLAMLGALLLLAPAGVPVRAFGLAMFLPVFWPSIVLPPPGMAEVRVLDVGQGLSVLIR 506
NTDB id 1199 PSJM300 12650 AFN78592.1 AVLFELLALIAGWQPAWLASALPLWAWSLVALGTLVLLLPAGVPLRVLGTLLLAPLLFAPDSRPEQGRAEVWVFDVGQGLSVLVR 510
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NTDB id 57461 H681 RS16140 WP 015477947.1 TRSQAWLYDTGARNGDFDIGERVVVPTLRSLGINRLDRLMLSHADNDHAGGALAVKASLHPVQVVSGEADRLPRELRAQPCRKA. 590
NTDB id 1199 PSJM300 12650 AFN78592.1 TRDHALLYDAGPRYGDFDIGERVVFPSLRQLGLERLDLMMLSHADSDHAGGALAIQRAMPVGAVLSGEPERLPAALDARSCRTGQ 595
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NTDB id 57461 H681 RS16140 WP 015477947.1 SWEVDGVHFAAWAWEGARESNDRSCVLALEANGERLLLTGDLPQAGELAWLAEHPDIHIDWLLAGHHGSRSASGPVFVRSVTPTA 675
NTDB id 1199 PSJM300 12650 AFN78592.1 RWTWNQVNFSVWRWPQATNGNQASCVLMVEAAGERLLLTGDIDAQAERALVDGGMEVNARWLLAPHHGSNSSSSAVFLAAVAADG 680
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NTDB id 57461 H681 RS16140 WP 015477947.1 AIISRGANNPYGHPHPLVVERFRALGIRIHDTAQEGALTLMLGAHGEVRGVREGAHFWQEK 736
NTDB id 1199 PSJM300 12650 AFN78592.1 ALISRSSHNAFGHPHPAVLKRLQNAGAELHDTAEHGALSLQLGAFGGARRMRDEPRFWREK 741
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