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NTDB id 57447 H681 RS04760 WP 015475702.1 MGTDGIS.LTGQGLRVLRLYHLYRLTIGLALVLLISSNYDDDILKLAHTELFHIGCWTYLVVNILVAVLMPAPRKLMPLFVLAAC 84
NTDB id 1472 PAKAF RS23995 WP 016253893.1 MRAERLRLSEEQGQRILRLYHLYRLTIGLVLVLLISSELEDQVLKLVHPELFHVGSWCYLVFNILVALFLPPSRQLLPIFILALT 85
consensus ! * * * !! !*!!!!!!!!!!!!! !!!!!!! *! *!!! !*!!!!*!*!*!!! !!!!!* *!**! !*!*!*!! *
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NTDB id 57447 H681 RS04760 WP 015475702.1 DVLMLSGLFYAAGGVPSGIGNLMVVSVAIANILLRGRVGLLIAALASIGLIYLTFYLSLTQTLALNYYVQAGSLGAMCFASALLI 169
NTDB id 1472 PAKAF RS23995 WP 016253893.1 DVLMLCGLFYAGGGVPSGIGSLLVVAVAIANILLRGRIGLVIAAAASLGLLYLTFFLSLSSPDATNHYVQAGGLGTLCFAAALVI 170
consensus !!!!!*!!!!!*!!!!!!!! !*!! !!!!!!!!!!!*!!*!!! !!*!!*!!!!*!!!* * ! !*!!!!! !! *!!! !!*!
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NTDB id 57447 H681 RS04760 WP 015475702.1 QALARRQQIVENLAEQRATTVANLEELNALILQRMRTGILVLDDQQRVLLANQSATTLLGGQELTGHSLAEHTPALLASLQQWQQ 254
NTDB id 1472 PAKAF RS23995 WP 016253893.1 QALVRRQEQTETLAEERAETVANLEELNALILQRMRTGILVVDSRQAILLANQAALGLLRQDDVQGASLGRHSPMLMHCMKQWRL 255
consensus !!! !!! ! !!! !! !!!!!!!!!!!!!!!!!!!!!!*! ! *!!!!! ! !! ** !*!!* !*! !**** !!
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NTDB id 57447 H681 RS04760 WP 015475702.1 NPALRPPSLQPRETAPSVQPAFIPLHRGNEQHILMFLEDISQIAQQAQQLKLVALGRLTAGIAHEVRNPLGAISHAAQLLLESEE 339
NTDB id 1472 PAKAF RS23995 WP 016253893.1 NPSLRPPTLKVVPDGPTVQPSFISLNREDDQHVLIFLEDISQIAQQAQQMKLAGLGRLTAGIAHEIRNPLGAISHAAQLLQESEE 340
consensus !! !!!!*! * * *!*!!! !!*!*! *!!*!*!!!!!!!!!!!!!!*!! *!!!!!!!!!!!*!!!!!!!!!!!!!! !!!!

logo LDAPPDRRLTQI IQDQSKRRMNLVI ENVLQLSRRRQAEPQLQLDLKEYWLQRFSVDGEMYPREGGRLRDNDGQSEQLHLVEQLTGAPGDTI
VQTRMDPHQLNTQVL

NTDB id 57447 H681 RS04760 WP 015475702.1 LDPPDRRLTQIIQDQSRRMNLVIENVLQLSRRRQAEPQLLDLKYWLQRFSGEMREGLRDGQQLHVETGPGTVQTRMDPHQLTQVL 424
NTDB id 1472 PAKAF RS23995 WP 016253893.1 LDAPDRRLTQIIQDQSKRMNLVIENVLQLSRRRQAEPQQLDLKEWLQRFVDEYPGRLRNDSELHLQLGAGDIQTRMDPHQLNQVL 425
consensus !!*!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!! !!!! !!!!! ! * !! !!* !*! *!!!!!!!!! !!!
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NTDB id 57447 H681 RS04760 WP 015475702.1 TNLVQNGLRYSAKKNDTGQVWLRLFRDSETDLPILEVLDDGQGIAAEQRVKLFEPFFTTESKGTGLGLYISRELCESNQARLDYK 509
NTDB id 1472 PAKAF RS23995 WP 016253893.1 SNLVQNGLRYSAQAHGRGQVWLSLARDPESDLPVLEIIDDGPGVPADKLNNLFEPFFTTESKGTGLGLYLSRELCESNQARIDYR 510
consensus *!!!!!!!!!!! * !!!!! ! !!*!*!!!*!!**!!!*!**!* !!!!!!!!!!!!!!!!!!*!!!!!!!!!!!*!!*
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NTDB id 57447 H681 RS04760 WP 015475702.1 TRDEGGSCFRITFAHPRKQS 529
NTDB id 1472 PAKAF RS23995 WP 016253893.1 NREEGGGCFRITFAHPRKLS 530
consensus !*!!! !!!!!!!!!!! !
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