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logo NDQDTGTNVAGALAYQAELYMQAGKQAESNSLVYASQTLVGSAEAFTAW
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NTDB id 57434 LVISKB RS07045 WP 015473911.1 AQEMALKALAVLGPDYTANVQKMFDGRAIDVVENQGKRTGAYSGGMYDTKPYILLNWQDSLESLFTLVHEMGHSMHSHYT 400
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NTDB id 57434 LVISKB RS07045 WP 015473911.1 LPLDVMKQAGVDMTQPGYLQTAFATFDERLAEFTQLAHELN... 601
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