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NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRKLAEIAGQYLKKGGLVYL 76
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRRQAEVAGQYLRKGSKVYV 78
NTDB id 57378 PCNPT3 RS12100 WP 015466143.1 MFNRSINKVILVGNLGKDPEMRYMPNGNAVANLTLATTESWKDKQSGERKEHTEWHNLTVFGRLGEMCGEYLKKGAKIYV 80
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGKLAEVAGEYLRKGSQVYI 80
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NTDB id 1131 NGFG RS05740 WP 003695064.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGAPY...........DEGYG..............QSQE 127
NTDB id 1103 NMB RS07590 WP 002212976.1 EGRIQSRKYQGKDGIERTAYDIVANE....MKMLGGRNENSGGAPY...........EEGYG..............QSQE 127
NTDB id 1390 A4U84 RS00055 WP 021115958.1 EGKLKTRKWQDQNGQDRYTTEIQGD....VLQMLDSRSSGGDFGGN..........QGSGWNQAPAQTNYNQGGYS...D 141
NTDB id 57378 PCNPT3 RS12100 WP 015466143.1 EGRLKTDKWQDQSGQARYTTKVNVSEI....QMMDSRNQQSGQAFQNNAPQQNAQPAQQSWGNAPQQPPMQAQAAPQMAP 156
NTDB id 1166 A1552VC RS00795 WP 000168289.1 EGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGG...MNVPAQQGSWGQP................ 141
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FDDDIPF
NTDB id 1131 NGFG RS05740 WP 003695064.1 AYQRPAQQSRQPAPDAPSHPQEAPAAP.....RRQPVPAAAPVEDIDDDIPF 174
NTDB id 1103 NMB RS07590 WP 002212976.1 AYQRPAQQSRQPASDAPSHPQEAPAAP.....RRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NYAQNNN.............FNGGNATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 57378 PCNPT3 RS12100 WP 015466143.1 AYQAPTQQPQAPK..APQAPQQKAAPQQQAPQQAPA.QYNEPAMDFDDDIPF 205
NTDB id 1166 A1552VC RS00795 WP 000168289.1 .........QQPA..KQHQPMQQSAPQ....QYSQP.QYNEPPMDFDDDIPF 177
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