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NTDB id 1103 NMB RS07590 WP 002212976.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRK.LAEIAGQYLKKGGLVY 75
NTDB id 1131 NGFG RS05740 WP 003695064.1 ...MSLNKVILIGRLGRDPEVRYMPNGEAVCNFSVATSETWNDR.NGQRVERTEWHNITMYRK.LAEIAGQYLKKGGLVY 75
NTDB id 1390 A4U84 RS00055 WP 021115958.1 ..MAGVNKVIIVGNLGNDPDMRTMPNGDAVATLSVATSESWNDKMTGERREVTEWHRIVFFRR.QAEVAGQYLRKGSKVY 77
NTDB id 57189 G432 RS10255 WP 041864874.1 .MAGSVNKVILVGNLGRDPESRSFQNGGKVVNLRIATSESWKDRATGERREKTEWHSVAIFNEGLARTAEQYLRKGSKVY 79
NTDB id 1166 A1552VC RS00795 WP 000168289.1 MASRGVNKVILIGNLGQDPEVRYMPSGGAVANITIATSETWRDKATGEQKEKTEWHRVTLYGK.LAEVAGEYLRKGSQVY 79
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NTDB id 1103 NMB RS07590 WP 002212976.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPY........EEGYGQSQEA.......YQRPAQQS 136
NTDB id 1131 NGFG RS05740 WP 003695064.1 LEGRIQSRKYQGKDGIERTAYDIVA....NEMKMLGGRNENSGGAPY........DEGYGQSQEA.......YQRPAQQS 136
NTDB id 1390 A4U84 RS00055 WP 021115958.1 VEGKLKTRKWQDQNGQDRYTTEIQG....DVLQMLDSRSSGGDFGG.......NQGSGWNQAPAQTNYNQGGYSDNYAQN 146
NTDB id 57189 G432 RS10255 WP 041864874.1 IEGQLQTRKWQDQSGQDRYSTEIVLQGFNAQLVMLDGRGEGGGGGSRGG....GAGGGWGDDDPDYGST......GMGGG 149
NTDB id 1166 A1552VC RS00795 WP 000168289.1 IEGQLQTRKWQDQSGQDRYSTEVVVQGYNGIMQMLGGRAQQGGMPAQGGMNVPAQQGSWGQPQQPAKQHQ.....PMQ.. 152
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NTDB id 1103 NMB RS07590 WP 002212976.1 RQPASDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1131 NGFG RS05740 WP 003695064.1 RQPAPDAPSHPQEAPAAPRRQPVPAAAPVEDIDDDIPF 174
NTDB id 1390 A4U84 RS00055 WP 021115958.1 NNFNGGN....ATRPQPAQKPAAQAEPPMDNFDDDIPF 180
NTDB id 57189 G432 RS10255 WP 041864874.1 GGFGGGN....RGGSPAGGGAARPSNPFDNDLDDDVPF 183
NTDB id 1166 A1552VC RS00795 WP 000168289.1 ............QSAPQQ.YSQPQYNEPPMDFDDDIPF 177
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