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NTDB id 57175 HCBAA847 RS05665 WP 172618405.1 MYSLLFTLQNLPTQPGIYQYFDKDDNLLYVGKAKNLKNRIKSYFSIHNDIITPKANLSQRIALMVSQVAKIHTLLTQSQE 80
NTDB id 1206 C694 RS04180 WP 000774319.1 MADLLSSLKNLPNSSGVYQYFDKNRQLLYIGKAKNLKKRIKSYFSIRNNEITPNHRASLRIQMMVKQIAFLETILVENEQ 80
consensus ! !! *! !!! *!*!!!!!! *!!!*!!!!!!! !!!!!!!!*! !!! * ! !! *!! !*! **!*!
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NTDB id 57175 HCBAA847 RS05665 WP 172618405.1 DALILENSLIKSLKPKYNILLRDDKTYPYIYIDTSATFPRFEITRKALQSKHIEYFGPFVSGARELLDSLYDALPLVQKK 160
NTDB id 1206 C694 RS04180 WP 000774319.1 DALILENSLIKQLKPKYNILLRDDKTYPYIYMDFSTDFPIPLITRKILKQPGVKYFGPFTSGAKDILDSLYELLPLVQKK 160
consensus !!!!!!!!!!! !!!!!!!!!!!!!!!!!!!*! ! !! * !!!! ! *** !!!!! !!!***!!!!!* !!!!!!!
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NTDB id 57175 HCBAA847 RS05665 WP 172618405.1 SCLKGKKACIFHQIHKCPAPCENKISQSQYAEYITQAKAFIDDRKGLIEILESKMQILSHNLQFEEAAKIRDRIQKLKTL 240
NTDB id 1206 C694 RS04180 WP 000774319.1 NCIKDKKACIFYQIERCKAPCENKITKEEYLKIAKECLEMIENKDRLIKELELKMERLSNNLRFEEALIYRDRIAKIQKI 240
consensus !*! !!!!!!*!!**!*!!!!!!!* ! * !* * !! !! !! !!*!! !!!! !!!! !* *
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NTDB id 57175 HCBAA847 RS05665 WP 172618405.1 KTQSIIDIM.SGDYDIFLLDSAGQNHILMMLFIRNGRIVSSDFSFIHQEIHSQNLAQLYTQALLNHYKTPLPLPPKEILI 319
NTDB id 1206 C694 RS04180 WP 000774319.1 APFTCMDLAKLYDLDIFAFYGASNKAVLVKMFMRGGKIISSAFEKIHSL.NGFDTDEAMKQAIINHYQSHLPLMPEQILL 319
consensus * ***!* * ! !!! ! * **!* *!*! !*!*!! ! !! ** !!**!!! * !!!*! !!*

logo

N
P
A
H
C
F
D
S
F
N
QDKD

E
E
T
K
L
D
K
D
ELQEKFI ILQSAHQTYQSKSHKI

L
A
K
I
L
S
T
I
QPKQKGDTKLYANL ILEQI

LAKMKNAQE I FLSTLQEHKTKEQKNATQSNEDNLTI
TLEYAEALKRDSLCFKNLESCQMV

NTDB id 57175 HCBAA847 RS05665 WP 172618405.1 PHFDFQDKDEKDDLQKILQAQTQSHLKITQPQKGTKYNLLQLAKKNAQEILTLHTKEQKNAQNENTTLYALKDLCNLSQV 399
NTDB id 1206 C694 RS04180 WP 000774319.1 NACSN...ETLKELQEFISHQYSKKIALSIPKKGDKLALIEIAMKNAQEIFSQEK.....TSNEDLILEEARSLFKLECM 391
consensus *** **** *!! * *! ** ** ! !! ! !* *! !!!!!! * * ***** !! ! * !* ! **
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NTDB id 57175 HCBAA847 RS05665 WP 172618405.1 PYRIEIFDTSHHSGSHNVGGMVVYENGEFIRSAYRRFELHSSDEYSQMSEMLTRRAKKFESNPPPDLWLLDGGKAQINLA 479
NTDB id 1206 C694 RS04180 WP 000774319.1 PYRVEIFDTSHHSSSQCVGGMVVYENNAFQKNSYRRYHLKGSDEYTQMSELLTRRALDFAKEPPPNLWVIDGGRAQLNIA 471
consensus !!!*!!!!!!!!! !**!!!!!!!!! ! * !!!**!* !!!!*!!!!*!!!!! ! !!! !!**!!!*!!*!*!
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NTDB id 57175 HCBAA847 RS05665 WP 172618405.1 LDILKSVGANVDIIAIAKMKYNAKAYRAKGNALDILRTQNAEFKLSTNDKRLQFCQKLRDEVHRYAITYHRNKKQKDIHK 559
NTDB id 1206 C694 RS04180 WP 000774319.1 LEILKSSGSFVEVIAISKEKRDSKAYRSKGGAKDIIHTPSDTFKLLPSDKRLQWVQKLRDESHRYAINFHRSTKLKNMKQ 551
consensus !*!!!! ! !**!!! ! ! !!!! !! ! !!**!* !!! * !!!!!**!!!!!! !!!!! *!! ! ! **
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NTDB id 57175 HCBAA847 RS05665 WP 172618405.1 IQIQKGSDMDSSYSKAQIKQLLDYFGSFHAFQNAPKEQIENALSRSFKSNKDSK 613
NTDB id 1206 C694 RS04180 WP 000774319.1 IALLKEKG....IGEASVKKLLDYFGSFEAIEKASEQEKNAVLKKRI....... 594
consensus ! * ! **** ! *! !!!!!!!!*! !* ! * *******
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