
logo MHLKNNQGKRAVAVKKSVFTLSTLTASCLLMAFNSYAAVDCASPTLDETVWDSASKTVYNTGGDQVQSHDEGNSAYKTANRYWNTQNNNPASQFAEGDQW
Y
A
G
E
QWEKKSLVDGAV

NTDB id 56927 OCU50 RS20640 WP 060469614.1 MHLNQGRVAKKVFTLSTLTASCLMAFNSYAAVDCSTLDTWDSATVYTGGDQVSHDGSAYTANYWNQNNNPSQFEGDYAQWKKVDV 85
NTDB id 1300 VP RS19160 WP 005479129.1 MHLKNGKAVKSVFTLSTLTASCLLAFNSYAAVDCAPLEVWDSSKVYNGGDQVQHEGNAYKARYWTQNNNPAQ.AGQWGEWESLGA 84
consensus !!! *!* ! !!!!!!!!!!!!*!!!!!!!!!! *!* !!! !! !!!!! !*! !! ! !! !!!!! !* ! ** ! *

logo CDNGDTGGPGVDGPTPQNEVAIPTAVSTLTAPMSASADSVITVAEGDENVVNVLASADTAALDTDGSTI
V
A
S
K
SVEFFVDGASLSVAGQVSVTASAPFEIAASWTVATESGNVHEQFVSTVKSY

NTDB id 56927 OCU50 RS20640 WP 060469614.1 CNGDGGGGTP.NVAPTASLTAPMASDVIVEGDNVVLSATALDTDGSVASVEFFVDGSSVAVVTAAPFEAAWVATSGNHQVSV... 166
NTDB id 1300 VP RS19160 WP 005479129.1 CDGTGPVDPPQNEIPTVTLTAPSASASITAGEVVNLAADAADTDGTISKVEFFVDGALVGQSTSAPFIASWTATEGVHEFSTKSY 169
consensus ! ! !* *!*! !! *!!!! !! ! !* ! ! ! ! !!!!** !!!!!!! !* ! !!! ! ! !! ! ! ! ***

logo

DDAGAVSTASSVTLTIASVAQPTDGNEAPTVDSVALSATS IVDELVGGTVVTLTANTAADASDGSTI
V
A
DKVDFYVAGALAVGTAATATASPYTLDHVTPTSTKQA

NTDB id 56927 OCU50 RS20640 WP 060469614.1 ..................VATDNEAPTVSVALSATSVDVGGVVTLTATAADSDGTVDKVDFYVAGALVGTAATSPYTLDHTTTQA 233
NTDB id 1300 VP RS19160 WP 005479129.1 DDAGAVSTASSVTLTIASVQPGNEAPTVDVALSATSIELGGTVTLTANAADADGSIAKVDFYVAGALAGTATAAPYTLDVTPSKA 254
consensus ******************! * !!!!!! !!!!!!!***!! !!!!! !!! !!** !!!!!!!!!! !!! !!!!!*!** !

logo GASLAVYAKATDNAQGASTTDSAI
LASTLTVNGAGAPTVAVSNTCRPDGLYQTQTGI

VDVPYCSTIYDEDEGREKMGADHPRRVIGYFTSWRAGDDPQAS
NTDB id 56927 OCU50 RS20640 WP 060469614.1 GSLAVYAKATDNQGATTDSALASLTVNGAPTVSTCRPDGLYQTQGIDVPYCTIYDEDGREKMGADHPRRVIGYFTSWRAGDDPQA 318
NTDB id 1300 VP RS19160 WP 005479129.1 GALAVYAKATDNAGASTDSAIATLTVNGGAVASNCRPDGLYQTTGVDVPYCSIYDEEGREKMGADHPRRVIGYFTSWRAGDDPQS 339
consensus ! !!!!!!!!!! !!*!!!!*!*!!!!!** ! !!!!!!!!! !*!!!!!*!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!

logo

A
TYLVKNDIPWEQLTHINYAFVS IGSDGKVNVGDVNDPNNAATVGKETWPGVEVDPETLGFKGHFGALATAYKKQKHDGVKTL I S IGGWAETG

NTDB id 56927 OCU50 RS20640 WP 060469614.1 AYLVNDIPWEQLTHINYAFVSIGSDGKVNVGDVNDPNNAAVGKEWPGVEVDPELGFKGHFGALATAKKKHGVKTLISIGGWAETG 403
NTDB id 1300 VP RS19160 WP 005479129.1 TYLVKDIPWEQLTHINYAFVSIGSDGKVNVGDVNDPNNAATGKTWPGVEVDPTLGFKGHFGALATYKQKHDVKTLISIGGWAETG 424
consensus !!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !! !!!!!!!! !!!!!!!!!!!! ! !! !!!!!!!!!!!!!!

logo GHFADATDNGDSRVADGGFYTMTTNADGS INHAQGI EKTFAATSAVEML
MRKYKQFDGLDIDYEYPTSMAGAGNPYDKDFMEPRRQHYLWASYQEV

NTDB id 56927 OCU50 RS20640 WP 060469614.1 GHFATDGSRVADGGFYTMTTNADGSINHQGIETFATSAVEMLRKYQFDGLDIDYEYPTSMAGAGNPYDKDFMEPRRQHLWASYQV 488
NTDB id 1300 VP RS19160 WP 005479129.1 GHFDANGDRVADGGFYTMTTNADGSINHAGIEKFAASAVEMMRKYKFDGLDIDYEYPTSMAGAGNPYDKDFMEPRRQYLWASYQE 509
consensus !!! ! !!!!!!!!!!!!!!!!!!!! !!! !! !!!!!*!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!

logo LMEKVLREKLDAASAQDGTHYMLTIAAPSSGYLLRGMETFDVTKYLDYVNIMSYDLHGAWNDHVGHNAALFDTGKDSELAQWNVYDG
NTDB id 56927 OCU50 RS20640 WP 060469614.1 LMEVLREKLDAASAQDGTHYMLTIAAPSSGYLLRGMETFDVTKYLDYVNIMSYDLHGAWNDHVGHNAALFDTGKDSELAQWNVYD 573
NTDB id 1300 VP RS19160 WP 005479129.1 LMKVLREKLDAASAQDGTHYMLTIAAPSSGYLLRGMETFDVTKYLDYVNIMSYDLHGAWNDHVGHNAALFDTGKDSELAQWNVYG 594
consensus !! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!



logo TAAYGGIGYLNTDWAYHYFRGSMPAGR INIGVPYYTRGWQGVTGGDENGLWGRAALPNQASECAQAPGTGEGEKNNCGHNGAIG IDNMWH
NTDB id 56927 OCU50 RS20640 WP 060469614.1 TAAYGGIGYLNTDWAYHYFRGSMPAGRINIGVPYYTRGWQGVTGGENGLWGRAALPNQSECAAGTGEGEKNNCGHGAIGIDNMWH 658
NTDB id 1300 VP RS19160 WP 005479129.1 TAAYGGIGYLNTDWAYHYFRGSMPAGRINIGVPYYTRGWQGVTGGDNGLWGRAALPNQAECQPGTGEGEKNNCGNGAIGIDNMWH 679
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!! !! *!!!!!!!!!!!*!!!!!!!!!!

logo DLTDPKQGNREMGAGSNPMWHAKNLEKGIWGSYADQAYGKLDPVNDPSDKVLTVGTYTRNYDSVAVAPWLWNAEKGVFLSTEDKAQS IDEVKAD
NTDB id 56927 OCU50 RS20640 WP 060469614.1 DTDPKGNEMGAGSNPMWHAKNLEKGIWGSYADAYKLDPVNDPSDVLTGTYTRNYDSVAVAPWLWNAEKGVFLSTEDKQSIDVKAD 743
NTDB id 1300 VP RS19160 WP 005479129.1 DLDPQGREMGAGSNPMWHAKNLEKGIWGSYAQAYGLDPVNDPSDKLVGTYTRNYDSVAVAPWLWNAEKGVFLSTEDKASIEVKAD 764
consensus ! !! ! !!!!!!!!!!!!!!!!!!!!!!!! !! !!!!!!!!! ! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!*!!!!

logo YVIDKE IGGIMFWELAGDYNCYVLDANSGNRTAS IDATTEQACANASGNGEFYHMGNTMTKAIYDKFKSATPYGNKVATGAP I
TPTEALVDIATV

NTDB id 56927 OCU50 RS20640 WP 060469614.1 YVIDKEIGGIMFWELAGDYNCYVLDASGNRTSIDTTEQACNSGNGEFHMGNTMTKAIYDKFKSATPYGNKVATGAIPTEALDIAV 828
NTDB id 1300 VP RS19160 WP 005479129.1 YVIDKEIGGIMFWELAGDYNCYVLDANGNRTAIDATEQACAAGNGEYHMGNTMTKAIYDKFKSATPYGNKVATGPTPTEAVDITV 849
consensus !!!!!!!!!!!!!!!!!!!!!!!!!! !!!! !! !!!!! !!!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!* !!!!*!! !

logo SVGGFKVGDQNYP INPKITFTNNTGQAI
LPGGTEFQFDIPVSAPDNAKDQSGGGLKSVIASGHTRADNNIGGLDGPVMHRVASFSTLPAWK

NTDB id 56927 OCU50 RS20640 WP 060469614.1 SVGGFKVGDQNYPINPKITFTNNTGQALPGGTEFQFDIPVSAPDNAKDQSGGGLSVIASGHTRADNIGGLDGPMHRVAFTLPAWK 913
NTDB id 1300 VP RS19160 WP 005479129.1 SVGGFKVGDQNYPINPKITFTNNTGQAIPGGTEFQFDIPVSAPDNAKDQSGGGLKVIASGHTRANNIGGLDGVMHRVSFSLPAWK 934
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!! !!!!!!!*!!!! !*!!!!!

logo DLPAGGTVYELDMVYYLP I SGPANYASVI
S
S
V
G
NGKVDEFYAFKSFEQPDLP I

LGDI
L
N
S
A
SGGTGNPGDGGGTTENPGSTCDTATGLAVI

TYPDNLPQKTDWAGNPS
NTDB id 56927 OCU50 RS20640 WP 060469614.1 DLPAGGVYELDMVYYLPISGPANYAVSVNGVDYAFSFEQPDLPLGDISSGGGNPGDGGTNPGTCDTTGLAIYPDLPQKDWAGNPS 998
NTDB id 1300 VP RS19160 WP 005479129.1 DLPAGGTYELDMVYYLPISGPANYSVISGGKEFAFKFEQPDLPIGDLNAGTG..GGGTTEPGSCDTAGLVTYPNLPQTDWAGNPS 1017
consensus !!!!!! !!!!!!!!!!!!!!!!! ! ! **!! !!!!!!!*!!* ! !**! ! ! !!*!!! !! !! !!! !!!!!!!

logo HANQTGDKQVI
V
H
YNGNVVYQANWWTASASEPGSDGSWATKTVCNS I

NTDB id 56927 OCU50 RS20640 WP 060469614.1 HANTGDQVVYNNVVYQANWWTSAEPGSDGSWTKVCS. 1034
NTDB id 1300 VP RS19160 WP 005479129.1 HANQGDKVIHNGVVYQANWWTASEPGSDGSWATVCNI 1054
consensus !!! !! !**! !!!!!!!!! !!!!!!!! !! *

X non conserved

X similar

X ≥ 50% conserved


