
logo MIRFINLTCAAGS IVALALSGATALVAAPTAPS IVDMYGSNNLQFSKI ELAMETTSGYNYDQMVKYHDKQAKI
V
D
TVKFNQWSGTPSGDNTYNIYFDGV

NTDB id 56926 OCU50 RS17870 WP 060469056.1 MIRINTCAASIALALSGTALAAPTAPSIDMYGSNNLQFSKIELAMETTSGYNQMVKYHDKAKVDVKFNQWSGTSGNTYNIYFDGV 85
NTDB id 1298 VP RS15510 WP 005482861.1 MIRFNLCAAGVALALSGAAVAAPTAPSVDMYGSNNLQFSKIELAMETTSGYYDMVKYHDQAKITVKFNQWSGTPGDTYNIYFDGV 85
consensus !!! ! !!! *!!!!!! !*!!!!!!!*!!!!!!!!!!!!!!!!!!!!!!! !!!!!! !!* !!!!!!!!!*! !!!!!!!!!

logo KVATGAP ITGGSQTTASTFDEYGQGGLFYEQME I EACDAETGCSKSADPAEQITIADTDGASHLAKPLATMNVDPNNKSTYNTDPNSTVVMVGTYFVEWGI
NTDB id 56926 OCU50 RS17870 WP 060469056.1 KVATGPITGSQTTASFEYGQGGLFEMEIEACDETGCSKSAPAQITIADTDGAHLAPLAMNVDPNNKSYNTDPNTVVGTYFVEWGI 170
NTDB id 1298 VP RS15510 WP 005482861.1 KVATGAITGGQTTATFDYGQGGLYQMEIEACDATGCSKSDPAEITIADTDGSHLKPLTMNVDPNNKTYNTDPSVVMGTYFVEWGI 170
consensus !!!!!*!!! !!!!*!*!!!!!!* !!!!!!! !!!!!! !! !!!!!!!! !! !! !!!!!!!!*!!!!! !*!!!!!!!!!

logo YGRDNYTI
VDNLMPADNLTHI LYGF IP ICGPNESVKSVGGNSFYNALMQTACQRGVNPDYEVVIHDPWAAFYQKSFPQAGHEYSSTP IKGNYAM

NTDB id 56926 OCU50 RS17870 WP 060469056.1 YGRDYTIDNLPADNLTHILYGFIPICGPNESVKSVGGNSYNALMTACQGVNDYEVVIHDPWAAFQKSFPQAGHEYSSPIKGNYAM 255
NTDB id 1298 VP RS15510 WP 005482861.1 YGRNYTVDNMPADNLTHILYGFIPICGPNESVKSVGGNSFNALQTACRGVPDYEVVIHDPWAAYQKSFPQAGHEYSTPIKGNYAM 255
consensus !!! !!*!!*!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!! !!! !!*!!!!!!!!!!!!*!!!!!!!!!!!!*!!!!!!!!

logo

L
MMALKQRNPDLKI IPS IGGWTLSDPFFYDFTVNTKANRDTFVASVKKFLKNTWKFYDGVDIDWEFPGGGGAAAPDEKLGDPVNDGPAYI

VALM
NTDB id 56926 OCU50 RS17870 WP 060469056.1 MMALKQRNPDLKIIPSIGGWTLSDPFFDFTTKANRDTFVASVKKFLNTWKFYDGVDIDWEFPGGGGAAPELGDPVNDGPAYIALM 340
NTDB id 1298 VP RS15510 WP 005482861.1 LMALKQRNPDLKIIPSIGGWTLSDPFYDFVNKANRDTFVASVKKFLKTWKFYDGVDIDWEFPGGGGAAADKGDPVNDGPAYVALM 340
consensus *!!!!!!!!!!!!!!!!!!!!!!!!!*!! !!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!** !!!!!!!!!!*!!!

logo

A
RELRAVMLDELEAENTGRTYELTSAIGVGHYDKI EDVDNYAGDAI

VQYMDYI FAMTYDFYGGWNNVLPGHQTALNYCGNSFMRPGQCDGSGLVDE
NTDB id 56926 OCU50 RS17870 WP 060469056.1 AELRVMLDELEAENGRTYELTSAIGVGHDKIEDVDYGDAIQYMDYIFAMTYDFYGGWNNVLGHQTALNCGNFMRPGQCDGSGLDE 425
NTDB id 1298 VP RS15510 WP 005482861.1 RELRAMLDELEAETGRTYELTSAIGVGYDKIEDVNYADAVQYMDYIFAMTYDFYGGWNNVPGHQTALYCGSFMRPGQCDGSGVDE 425
consensus !!! !!!!!!!! !!!!!!!!!!!!!*!!!!!! !*!!*!!!!!!!!!!!!!!!!!!!!*!!!!!! !! !!!!!!!!!!!*!!

logo NGEAPYKTGPAYTATDNGIQLLLAEQGVPANKLVLVGTAMYGRGWEGVLTPDSSTLSTDPNSDPMTGTVAGNTGKLKGSSTAQGVWEDGVIDYKGIKASFN
NTDB id 56926 OCU50 RS17870 WP 060469056.1 NGEPYTGPAYTTDNGIQLLLEQGVPANKLVVGTAMYGRGWEGVLPSSLSDPSDPMTGVGNGKLKGSSAQGVWEDGVIDYKGIKAN 510
NTDB id 1298 VP RS15510 WP 005482861.1 NGEAYKGPAYTADNGIQLLLAQGVPANKLVLGTAMYGRGWEGVTPDTLTDPNDPMTGTATGKLKGSTAQGVWEDGVIDYKGIKSF 510
consensus !!!*! !!!!! !!!!!!!! !!!!!!!!!*!!!!!!!!!!!! ! *!*!! !!!!! * !!!!!!*!!!!!!!!!!!!!!!!

logo MLGANNQTGINGFEYGYDAEMQAEAPW
YVWNRTSTGEQL ITFDDDHRSVKLAKGASYAVKRSLGLAGLFSWE IDADNGDI LNAMHEGLMAGGTVTVDPPQPV

NTDB id 56926 OCU50 RS17870 WP 060469056.1 MLGANNQGINGFEYGYDEMAEAPYVWNRTSGQLITFDDDRSVKAKGAYVRSLGLAGLFSWEIDADNGDILNAMHEGLAGGTTDPV 595
NTDB id 1298 VP RS15510 WP 005482861.1 MLGANNTGINGFEYGYDAQAEAPWVWNRTTGELITFDDHRSVLAKGSYAKSLGLAGLFSWEIDADNGDILNAMHEGMAGGVVPQP 595
consensus !!!!!! !!!!!!!!!! !!!!*!!!!!*! !!!!!!*!!! !!! ! *!!!!!!!!!!!!!!!!!!!!!!!!!!*!!! ***



logo NRKPTAAAGADQSVETGPASVSVLDGSAQSKDSDGTIASYAVWESQVSGTAVTVLAGNAGNATAKVASFDAVAVEVTQVEQEQTLTFKNLTVTDNEGATASST
NTDB id 56926 OCU50 RS17870 WP 060469056.1 NRKPTAAAGADQSVEGPASVSLDGSASKDSDGTIASYVWSQVSGTAVTLANGNAAVASFDVVEVTQQETLTFNLTVTDNEGATST 680
NTDB id 1298 VP RS15510 WP 005482861.1 NRKPTAAAGADQSVTGPASVVLDGSQSKDSDGTIASYAWEQVSGTAVVLAGANTAKASFDAAEVTVEEQLTFKLTVTDNEGATAS 680
consensus !!!!!!!!!!!!!! !!!!! !!!! !!!!!!!!!!! ! !!!!!!! !! *! ! !!!! !!! ! !!! !!!!!!!!!! *

logo DLTVVVTVKNPAKEGVTVDGPVNNTAPVAQVVTVAPASETAVNAGDVVVVDASASSDADNQDTLATFNTWDTLVPAQGI
LNATVNQGASKLVSTFTVAAEYPTQDTSTLNSF

NTDB id 56926 OCU50 RS17870 WP 060469056.1 DTVVVTVNPKE.TGPVNTAPVAVVTAPSEVNAGDVVVVDASASSDADQDTLAFTWDVPAGINATVQGALVSFVAAEYTQDTTLNF 764
NTDB id 1298 VP RS15510 WP 005482861.1 DLVVVTVKPAGVVDPVNNAPVAQVVAPATANAGDVVVVDASASSDADNDTLTFNWTLPQGLNATVNGSKVTFTAAEYPQDTSLSF 765
consensus ! !!!!! ! * !!! !!!! ! !! !!!!!!!!!!!!!!!!!*!!! ! ! *! !*!!!!*! !*! !!!!*!!!*! !

logo

S
TVSTVSDGKTADSTSSVAASATSTVKVVALKQHKTTDTPTGNGPGTCDTNAWDASSAVYTGGDNQVTHQAGGKTVWEAKWWTQTGDEDPSTKTASGEQWGVWKE I

VGPVANSCANN
NTDB id 56926 OCU50 RS17870 WP 060469056.1 SVTVSDGTDTSVAATSVKVLKK..TTGGGTCTNAWDSSAVYTGGDQVTQGGKVWEAKWWTTGEDPTTAGQWGVWKEIGPASCAN 846
NTDB id 1298 VP RS15510 WP 005482861.1 TVSVSDGKASSSASATVVVAQHTTDPNPGTCDNAWDASAVYTGGNQVTHAGKTWEAKWWTQGDDPSKSGEWGVWKEVGVANCN. 848
consensus *!*!!!! *! ! *! ! *** * *!!! !!!! !!!!!!! !!!**!! !!!!!!! !*!!* ! !!!!!!*!*! ! *

X non conserved

X similar

X ≥ 50% conserved


