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VVEAI EVPGASAPFTNPENVK
NTDB id 56903 OCU50 RS02985 WP 060468389.1 MLKIKYLAAIFGCTLAAQSHASLNIQPDPQNPNGYLVEKSALQAAEQAKTSDPMYAIWSQALQTRSNTIVEAIEPGSPFNPENVK 85
NTDB id 1299 VP RS02975 WP 005483021.1 MFALKHLPIALSCVLAAQANASMNIQPDPQNPNGYVIARGDVQAMEQSKTSDPMYAIWSQALETRPNSVVEAIVPGAATNPENVK 85
consensus ! *!*!* ! !!!! *!!*!!!!!!!!!!!!** * *!! !! !!!!!!!!!!!!!! !!*!**!!!! !! * !!!!!!

logo RVERVFPEQSEWDFLTQMAAPEYTYTRFLRAIGKFPAFCGEYTDGRDSDAICKKS I IVTAFAHFASQETGGHIAS IDNTVSDNPLAGLEEW
NTDB id 56903 OCU50 RS02985 WP 060468389.1 RVERVFPQSEWDFLTQMAAPEYTYTRFLRAIGKFPAFCGEYTDGRDSDAICKKSIITAFAHFSQETGGHIAIDNTSDNPLALEEW 170
NTDB id 1299 VP RS02975 WP 005483021.1 RVERVFPESEWDFLTQMAAPEYTYTRFLRAIGKFPAFCGEYTDGRDSDAICKKSIVTAFAHFAQETGGHISIDNVSDNPLGLEEW 170
consensus !!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!! !!!!!!! !!! !!!!!*!!!!

logo QQALVHVREMGWSEGQEGYTTGCGQNDWQNAKRWPCAEPVGQGYFGRGAKQLSYHFNYGAFSEVMFDGDASTVLLKNNPAGLVADSWLNLA
NTDB id 56903 OCU50 RS02985 WP 060468389.1 QQALVHVREMGWSEGQEGYTTGCGQNDWQNARWPCAVGQGYFGRGAKQLSYHFNYGAFSEVMFDGDATVLLNNPALVADSWLNLA 255
NTDB id 1299 VP RS02975 WP 005483021.1 QQALVHVREMGWSEGQEGYTTGCGQNDWQNKRWPCEPGQGYFGRGAKQLSYHFNYGAFSEVMFDGDASVLLKNPGLVADSWLNLA 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!! !!*!!!!!!!!!!

logo SAIWFFLTPQAPKPAMLHVIDRTWTVPSQRELDAGIGYGFGTTINVINGGI ECGEQNKDKGQPVNR IRYWEGLAAHYEQIP I
VEAVDEKQ

NTDB id 56903 OCU50 RS02985 WP 060468389.1 SAIWFFLTPQAPKPAMLHVIDRTWTPSQRELDAGIGYGFGTTINVINGGIECGEQNKDKGQPVNRIRYWEGLAAHYEIPVEVDEQ 340
NTDB id 1299 VP RS02975 WP 005483021.1 SAIWFFLTPQAPKPAMLHVIDRTWVPSQRELDAGIGYGFGTTINVINGGIECGEQNKDKGQPVNRIRYWEGLAAHYQIPIEADEK 340
consensus !!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!*! !!

logo NTCWQQTLPYGSLNLNGATDVLYTNWDGNWKYYASDRPEGGHYSFECELVGFQTAYSALVAGDYEKCVTNFYGQSHAGSWPEVKRVVDKLDP
NTDB id 56903 OCU50 RS02985 WP 060468389.1 NTCWQQTLYGSLNLNGATDVLYTNWDGNWKYYADRPEGYSFECELVGFQTAYSALVAGDYEKCVTNFYGSHASWPEVKVVDKLDP 425
NTDB id 1299 VP RS02975 WP 005483021.1 NTCWQQTPYGSLNLNGATDVLYTNWDGNWKYYSDRPGGHSFECELVGFQTAYSALVAGDYEKCVTNFYQSHAGWPEVRVVDKLDP 425
consensus !!!!!!!*!!!!!!!!!!!!!!!!!!!!!!!! !!! !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !!!!*!!!!!!!

logo VDPGVDTDPPGVGGVANAGWDSASGTKVYNATGDQVSTQYNQGAVTVYEAKWWSTQGDNDEPATKNGDGPWKLVASGETPTEPPVDPPTDTEPPVDEPPSVTEPEPPVTEPPVEPPVTE
NTDB id 56903 OCU50 RS02985 WP 060468389.1 VDPGTDPGG..NGWSATKVYNAGDQVTQNGVTYEAKWWTQGDDPANGGPWKLVAGEPTPVDPDPVDPS.........PVEPPVTE 499
NTDB id 1299 VP RS02975 WP 005483021.1 VDPVDPPVGGVAAWDSGKVYNTGDQVSYQGAVYEAKWWSQGNEPTKGDPWKLVSGTPTEPPTTEPEPPVTEPEPPVTEPEPPVTE 510
consensus !!! *! !** *! !!!! !!!!* *! !!!!!!*!! *! ! !!!!! ! !!**** ***!************!!!!!!

logo PEPPVTEP I
V
P
V
P
V
D
V
P
T
G
S
S
VF IQTWEAPGVSTQVASNGDKVTHYNQGNKCFVAKNGPGVWESPTVQSNWFWDE INSCDQ

NTDB id 56903 OCU50 RS02985 WP 060468389.1 P......PIVVDPSVFITWEAGVSQVSNGDKVTHNGKCFVAKNGPGVWESPVQSNWFWDEINCD 557
NTDB id 1299 VP RS02975 WP 005483021.1 PEPPVTEPVPPVTGSFIQWEPGVTQVANGDKVTYQNKCFVAKNGPGVWESPTQSNWFWDEISCQ 574
consensus !******!*** * !! !!*!!*!! !!!!!!** !!!!!!!!!!!!!!! !!!!!!!!! !
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