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NTDB id 56892 OCV44 RS11480 WP 139684133.1 MLKIKYLATVVGCTLAAHSYASLNIQPDPQNPNGYLVEKSALQAAEQAKTSDPMYAIWSQALQTRPNSIVEAIEPGLASNPENVK 85
NTDB id 1299 VP RS02975 WP 005483021.1 MFALKHLPIALSCVLAAQANASMNIQPDPQNPNGYVIARGDVQAMEQSKTSDPMYAIWSQALETRPNSVVEAIVPGAATNPENVK 85
consensus ! *!*!* * ! !!!* !!*!!!!!!!!!!!!** * *!! !! !!!!!!!!!!!!!! !!!!!*!!!! !! !*!!!!!!

logo RVERVFPEQSEWDFLTQMAAPEYTYTRFLRAIGKFPAFCGEYTDGRDSDAICKKS I IVTAFAHFAQETGGHIAS IDNTVSDNPLAGLEEW
NTDB id 56892 OCV44 RS11480 WP 139684133.1 RVERVFPQSEWDFLTQMAAPEYTYTRFLRAIGKFPAFCGEYTDGRDSDAICKKSIITAFAHFAQETGGHIAIDNTSDNPLALEEW 170
NTDB id 1299 VP RS02975 WP 005483021.1 RVERVFPESEWDFLTQMAAPEYTYTRFLRAIGKFPAFCGEYTDGRDSDAICKKSIVTAFAHFAQETGGHISIDNVSDNPLGLEEW 170
consensus !!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!!!!!!!!!!! !!! !!!!!*!!!!

logo QQALVHVREMGWSEGQEGYTTGCGQNDWQNAKRWPCAEAPGQGYFGRGAKQLSYHFNYGAFSEVMFDGDASTVLLKNNPGLVADSWLNLA
NTDB id 56892 OCV44 RS11480 WP 139684133.1 QQALVHVREMGWSEGQEGYTTGCGQNDWQNARWPCAAGQGYFGRGAKQLSYHFNYGAFSEVMFDGDATVLLNNPGLVADSWLNLA 255
NTDB id 1299 VP RS02975 WP 005483021.1 QQALVHVREMGWSEGQEGYTTGCGQNDWQNKRWPCEPGQGYFGRGAKQLSYHFNYGAFSEVMFDGDASVLLKNPGLVADSWLNLA 255
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!!! *!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!! !!!!!!!!!!!!!

logo SAIWFFLTPQAPKPAMLHVIDRTWTVPSQRELDAGIGYGFGTTINVINGGI ECGEQNKDKGQPVNR IRYWEGLAAHYQIP I
VEADEAK

NTDB id 56892 OCV44 RS11480 WP 139684133.1 SAIWFFLTPQAPKPAMLHVIDRTWTPSQRELDAGIGYGFGTTINVINGGIECGEQNKDKGQPVNRIRYWEGLAAHYQIPVEADEA 340
NTDB id 1299 VP RS02975 WP 005483021.1 SAIWFFLTPQAPKPAMLHVIDRTWVPSQRELDAGIGYGFGTTINVINGGIECGEQNKDKGQPVNRIRYWEGLAAHYQIPIEADEK 340
consensus !!!!!!!!!!!!!!!!!!!!!!!! !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!*!!!!

logo NTCWQQTPYGSLNLNGATDVLYTNWDGNWKYYASDRPEGGHYSFECELVGFQTAYSALVAGDYEKCVTNFYGQSHAGSWPEVKRVVDKLDEP
NTDB id 56892 OCV44 RS11480 WP 139684133.1 NTCWQQTPYGSLNLNGATDVLYTNWDGNWKYYADRPEGYSFECELVGFQTAYSALVAGDYEKCVTNFYGSHASWPEVKVVDKLEP 425
NTDB id 1299 VP RS02975 WP 005483021.1 NTCWQQTPYGSLNLNGATDVLYTNWDGNWKYYSDRPGGHSFECELVGFQTAYSALVAGDYEKCVTNFYQSHAGWPEVRVVDKLDP 425
consensus !!!!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !*!!!!!!!!!!!!!!!!!!!!!!!!!!!!! !!! !!!!*!!!!!*!

logo VDPGVDTNPPGVGGVANAGWDSSVGTKVYNATGDQVSTHYNQGATVYEQAKWWSTQGDNDEPATKNGDGPWKLVASGETLPTEPPPVTVTDEPESPPVDVPTETPEVDPPVTDEPEVDPPVTEP
NTDB id 56892 OCV44 RS11480 WP 139684133.1 VDPGTNPGG..NGWSVTKVYNAGDQVTHNGATYQAKWWTQGDDPANGGPWKLVAGELTPPVVTDPSPVDPTPVDP..DPVDP.TP 505
NTDB id 1299 VP RS02975 WP 005483021.1 VDPVDPPVGGVAAWDSGKVYNTGDQVSYQGAVYEAKWWSQGNEPTKGDPWKLVSGTPTEPPTTEPEPPVTEPEPPVTEPEPPVTE 510
consensus !!! *! !** *! !!!! !!!!***!! ! !!!!*!! *! ! !!!!! ! *!*!* !*! !* * ! *!***! *!*!*
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VEPPVTEPPVPVPVDVPTGSSVF IQTWEQAPGVSTQVASNGDKVTHYNQGNKCFVAKNGPGVWESPTVQSNWFWDE I SCKQ

NTDB id 56892 OCV44 RS11480 WP 139684133.1 VEPPVTEPPVVVDPSVFITWQAGVSQVSNGDKVTHNGKCFVAKNGPGVWESPVQSNWFWDEISCK 570
NTDB id 1299 VP RS02975 WP 005483021.1 PEPPVTE.PVPPVTGSFIQWEPGVTQVANGDKVTYQNKCFVAKNGPGVWESPTQSNWFWDEISCQ 574
consensus *!!!!!!*!!** * !! ! *!!*!! !!!!!!** !!!!!!!!!!!!!!! !!!!!!!!!!!
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