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MKQAIGYLRQSTTKQQSLAAQKQTIEALAKKHNIQYITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRN
MKQAIGYLRQSTTKQQSLAAQKQTIEALAKKHNIQYITFYSDKQSGRTDKRNGYQQITELIQQGQCDVLCCYRLNRLHRN
MKQVIGYLRQSTMKQQSLAAQKQAIEA AEKHHIQHINFYSDKQSGRKDNRSGYRQ T LIQQGQCD LCCYRLNRLHRN

AL D T

LKNALKLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGIKEKAKQGKMITTHAPFGYHYH
LKNALKLMKLCQKYHVHILSVHDGYFDMDKAFDRLKLNIFISLAELESDNIGEQVKNGIKEKAKQGKMITTHAPFGYHYH
LKNALKLIKLCQTYHVHILSVHDGYFDMDQAFDRFKLNIFISLAELESDNIGEQV NG [NEKAKQG RITTHAPFGYJRYH

LT s TRV Yo YA e e YRR ) NY MY sl e \/SH

NGTFTIDTVKAPTVKAVENYYLQGYGYKKIAQYLEADDKFINRKPYQVRNIILNPNYCGRVINQYGQYENMFPAIVSTTI
NGTFTIDTVKAPTVKAVENYYLQGYGYKKIAQYLEADDKFINRKPYQVRNIILNPNYCGRVINQYGQYENMFPAIVSTTI
NGEVENSI [y PTVKAVENYY KGHGYKKIAQLLEED T INRQPYQVRNII NPNYCGRVIYNQYGQ NMFP IVST I

e LA e el

LY ST TORRTLRI "ol SRRV Bf

YEEAQVTRTQKPVKRKPSENQLKQKIKCPYCDSTLTNMTIRKKHHTLRYYVCPONMNASRFVCEFKGINAQELETSVLAT,
YEEAQVTRTQKPVKRKPSENQLKQKIKCPYCDSTLTNMTIRKKHHTLRYYVCPQNMNASRFVCEFKGINAQELETSVLAT)

YE AQRLR QKQ KQTSS NQLKQKIKCPCC TLTNMT RKKJHTLRYYVCPRNMNASRFVC FKGINAQTLEDKVLEV

FA B L R

CQDFFQNQQLYSKINHTIQQRLKRQRDIETKTTLNHEQLIEKLAQDKIDAETFREQTQSLRQQSKPISSISTYQIRKAFQ
CQDFFQNQQLYSKINHTIQQRLKRQRDIETKTTLNHEQLIEKLAQDKIDAETFREQTQSLRQQSKPISSISTYQIRKAFQ
CRDF QNQR Y KIFSIMIPYIR KRQR IER HTLTQEQLIEKLAQGIIDAETFREQTQSLRQQPQRT SINGHQIQ TIQ

TP LN’VMSX

NIIQQRFTLNMLYPYIDEINISKNKSLAGIYFKNEPLNIVKQTMELS I Viuevse]
NIIQQRFTLNMLYPYIDEINISKNKSLAGIYFKNEPLNIVKQTMELS I Viuevise]
NIIQKRFTLNILYPYI Il K KNLIGIYFKNEPLNIVNQTM SEMIA 449

X non conserved
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