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NTDB id 56750 YM304 RS13560 WP 015442267.1 IREIYGPESSGK T Al¥AQ NGGUAeA IDAEHA DPYYYAR®A GV D LL SQPD GEQALEIJY WILPJRSGA D 142
NTDB id 600 KW2 RS01765 WP 011675413.1 I EIYGPESSGKTT AIRUQKIAGGINNAF IDAEJJALDPJAY AJALGVN DELL SQPDJGEQ 154
NTDB id 269 KZH43 RS08665 WP 001085462.1 I EIYGPESSGKTT AFNQKINGGINNAF IDAEHALDPJA\YALWALGVN DELL SQPD GEQ 153
NTDB id 228 SPD RS09265 WP 001085462.1 I EIYGPESSGKTT ANEAQKIRGGIWAAF IDAEHALDPIAYARWALGVN DELL SQPD GEQ 1563
NTDB id 194 SPR RS08825 WP 001085462.1 I EIYGPESSGKTT AENQKINGGIWNAF IDAEHALDPRA\YALWNLGVN DELL SQPD GEQ 153
NTDB id 159 SP RS09750 WP 001085462.1 I EIYGPESSGKTT ANEAQKIRGGIWAAF IDAEHALDPIAYARWALGVN DELL SQPD GEQ 153
NTDB id 527 SMSK321 RS11065 WP 001085454.1 I EIYGPESSGKTT ANEAQKIRGGIWAAF IDAEHALDPIAYARWALGVN DELL SQPD GEQ 1563
NTDB id 499 SM12261 RS08315 WP 078228268.1 I EIYGPESSGKTT AFNQKINGGINNAF IDAEHALDPIAYALWALGVN DELL SQPD GEQ 153
NTDB id 408 SMU RS09530 WP 002262392.1 I EIYGPESSGKTT ANEAQKINGGIWAAF IDAEHALDPIAYARWALGVN DELL SQPD GEQ 1563
NTDB id 453 Spy49 1753c ACI62003.1 I EIYGPESSGKTT ANFAQKIRGGRWAAF IDAEHALDPIA\YARWALGVN DELL QPD GEQ 153
NTDB id 115 BSU 16940 NP 389576.2 I E YGPESSGKTT AIRUQNNGGNAF IDAEHALDPIYYAMMLGVN ELL SQPD 138
NTDB id 625 LCA RS02525 WP 011374196.1 I EIYGPESSGKTT AJRYUQK[WGGIWNA IDAERJA DPJAYAWALGVN D LL SQPD 140
NTDB id 1313 DR RS12030 WP 010888966.1 INEIYGPES[EGKTT ANFAQKINGGINSAF IDAEHALDPYYY AISALGVNIDELL SQPDRIGEQALE I 152
NTDB id 1245 Cj1673c YP 002345041.1 I EIYGPESSGKTT AJNMOKINGGIf¥AF IDAEHALDPNY AISYLGVNID Lfj SQPDIJGEQALEINY 139
NTDB id 1211 C694 RS00795 WP 000963128.1 I EIYGPESSGKTT AINMQOKINGGUAMAF IDAEHALDE:IYASYLGV gy NLL SQPD GEQALEI|H 141
NTDB id 1214 NCTC11637 00359 SQJ03206.1 I EIYGPESSGKTT AIEOKINGGLAAF IDAEHALDYE:IY AISHL GV i} &LL SQPD GEQALEI)® 141
NTDB id 1334 RAOC RS04870 WP 004918236.1 I EIYGPESSGKTT AIINQK\YGGIWNAF IDAEHAID|UBSIY AIBSL.G N EL © SQPDIYGEQALEIJA 148
NTDB id 1389 A4U84 RS07560 WP 021112712.1 I EIYGPESSGKTT AQKGTFYNEAF IDAEHALDPYY ARYLGVNDELL SQPDRGEQALEI[ 156
NTDB id 1130 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT SAF DAEHARDPWNUYAIRNLGVIY ELM SQOPD GEQALEI( 140
NTDB id 1124 NGFG RS03960 WP 003688695.1 I EI GPESSGKTT \dAF DAEHARDPWYABMISLGVIY ELM SQPD GEQALEI[ 140
NTDB id 1123 0OK783 RS03845 WP 003688695.1 I EI GPESSGKTT VSAEF DAEHAJJDPUUYAIRNLGVIY EL) SQPD GEQALEI( 140
NTDB id 1427 RS RS02760 WP 011000510.1 EIYGPESSGKTT INYAFTIDAEHALDIMYASLGVIY [§ LL SQPD GEQALEIJN 148
NTDB id 1165 A1552VC RS01565 WP 000344154.1 pEBEEeISRSIeIQNy DELL SQPD GEQALEI[S 139
NTDB id 1142 GTF74 RS11550 WP 000344154.1 I EI GPESSGKTT DELL SQPD GEQALEI[S 139
NTDB id 1205 PSJM300 05545 AFN77183.1 I EIYGPESSGKTT SYNOAE DAEHALDPPYAQULGVN D LL SQPD GEQALEIpN 139
NTDB id 1022 ACIAD RS06390 WP 004925639.1 I EIYGPESSGKTT INMAFIDAEHALDPMNYAJANLGV DWLL SQPDBIGEQALEIEA 139
NTDB id 1074 ABD1 RS10195 WP 000344167.1 I EIYGPESSGKTT INMAFTDAEHALDPNYABMISLGV  DNLL SQPDRIGEQALETIRN 139
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NTDB id 56750 YM304 RS13560 WP 015442267.1 V DSVAALJP G MGDSHVGLQAR K 221
NTDB id 600 KW2 RS01765 WP 011675413.1 G HGDSEVGLQAR K 233
NTDB id 269 KZHA3 RS08665 WP 001085462.1 GDMGDSHVGLQAR K 232
NTDB id 228 SPD RS09265 WP 001085462.1 GDMGDSHVGLQAR K 232
NTDB id 194 SPR RS08825 WP 001085462.1 GDMGDSHVGLQAR K 232
NTDB id 159 SP RS09750 WP 001085462.1 GDMGDSHVGLQAR K 232
NTDB id 527 SMSK321 RS11065 WP 001085454.1 GDMGDSHVGLQAR K 232
NTDB id 499 SM12261 RS08315 WP 078228268.1 GDMGDSHVGLQAR K 232
NTDB id 408 SMU RS09530 WP 002262392.1 GDMGDSHVGLQAR K 232
NTDB id 453 Spy49 1753c ACI62003.1 GDMGDSHVGLQAR K 232
NTDB id 115 BSU 16940 NP 389576.2 GDMGDSHVGLQAR K 217
NTDB id 625 LCA RS02525 WP 011374196.1 G MGD HVGLQAR K ) 219
NTDB id 1313 DR RS12030 WP 010888966.1 GDMGDSMEGLQAR ) 231
NTDB id 1245 Cj1673c YP 002345041.1 GDMGDEHVGLQAR 219
NTDB id 1211 C694 RS00795 WP 000963128.1 GDMGDMHVGLQAR MSEIA 221
NTDB id 1214 NCTC11637 00359 SQJ03206.1 GDMGDNHVGLQAR 221
NTDB id 1334 RAOC RS04870 WP 004918236.1 GDMGDS  GLEIAR ) 227
NTDB id 1389 A4U84 RS07560 WP 021112712.1 GDMGDSH GLQAR ) 235
NTDB id 1130 NGFG RS03960 WP 003688695 .1 GDMGDSHVGLQAR ) 219
NTDB id 1124 NGFG RS03960 WP 003688695.1 GDMGDSHVGLQAR ) 219
NTDB id 1123 OK783 RS03845 WP 003688695.1  VAASNAAVN/Y GDMGDSHVGLQAR ) 219
NTDB id 1427 RS RS02760 WP 011000510.1 V DSVAALWP MGD MFGLQAR ) 227
NTDB id 1165 A1552VC RS01565 WP 000344154.1 WRARNAAVNITIY MGDSH GLQAR [ i 218
NTDB id 1142 GTF74 RS11550 WP 000344154.1 VVDSVAALJP MGDSH GLQAR I ) 218
NTDB id 1205 PSJM300 05545 AFN77183.1 VDSVAALYP MGD HVGLQAR ) 218
NTDB id 1022 ACIAD RS06390 WP 004925639.1 VVDSVAALJP MGDSH GLQAR ) 218
NTDB id 1074 ABD1 RS10195 WP 000344167.1 VVDSVAALMP MGDSH GLQAR ) 218
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NTDB id 56750 YM304 RS13560 WP 015442267.1 IR IETLKDGT. . ... KVVKNKV PPF D 296
NTDB id 600 KW2 RS01765 WP 011675413.1 IIGSTKIEEGS. KVVKNKVAPPF N 312
NTDB id 269 KZH43 RS08665 WP 001085462.1 BMIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 228 SPD RS09265 WP 001085462.1 IIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 194 SPR RS08825 WP 001085462.1 BMIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 159 SP RS09750 WP 001085462.1 IIGNTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 527 SMSK321 RS11065 WP 001085454.1 IIGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 499 SM12261 RS08315 WP 078228268.1 MIGSTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 408 SMU RS09530 WP 002262392.1 IIGNTQIKGTG. KVVKNKVAPPF IYGEGIS K 311
NTDB id 453 Spy49 1753c ACI62003.1 BMIGTTQIKGTG. KVVKNKVAPPF IMYGEGIS K 311
NTDB id 115 BSU 16940 NP 389576.2 IRIAEQLKQGN. . ... KVVKNKVAPPF IMYGEGIS D 292
NTDB id 625 LCA RS02525 WP 011374196.1 IMRAETIKNGT. . ... KVVKNKVAPPF IMYG GIS D 294
NTDB id 1313 DR RS12030 WP 010888966.1 R .PTKVGNDA KVKNKVAPF G 307
NTDB id 1245 Cj1673c YP 002345041.1 R .L.KQNEEP KVVKNKVAPPF M GEG S DY 294
NTDB id 1211 C694 RS00795 WP 000963128.1 R .L.KQNEQH INKVVKNKVAPPF IM GEGIS DY 296
NTDB id 1214 NCTC11637 00359 SQJ03206.1 R .L.KQNEQH INKVVKNKVAPPF IM GEGIS DY 296
NTDB id 1334 RAOC RS04870 WP 004918236.1 R SLSDTGKIKDKSGEV KVVKNKVAPPF IMYGEG S D 307
NTDB id 1389 A4U84 RS07560 WP 021112712.1 IMRCGV....V.KDGBEI KVVKNKVAPPF IMYGEGIS I 310
NTDB id 1130 NGFG RS03960 WP 003688695.1 RITGS....I.KKGEEV KV KNKVAPPF D 294
NTDB id 1124 NGFG RS03960 WP 003688695.1 IRTGS. .. .I.KKG KV KNKVAPPF D 294
NTDB id 1123 0K783 RS03845 WP 003688695.1 IRITGS. . ..I.KKG KV KNKVAPPF D 294
NTDB id 1427 RS RS02760 WP 011000510.1 IRIGS. .. .I.KKG KVVKNKVAPPF D 302
NTDB id 1165 A1552VC RS01565 WP 000344154.1 IRITGA....I.KEG KVVKNK APF D 293
NTDB id 1142 GTF74 RS11550 WP 000344154.1 R .. I1.KEG KVVKNK AIPF D 293
NTDB id 1205 PSJM300 05545 AFN77183.1 R . .V.KEG KVVKNKVAPPF D 293
NTDB id 1022 ACIAD RS06390 WP 004925639.1 R .. V.KEG KVVKNK APPF D 293
NTDB id 1074 ABD1 RS10195 WP 000344167.1 R .V.KEG KVVKNK APPF D 293
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NTDB id 56750 YM304 RS13560 WP 015442267.1 358
NTDB id 600 KW2 RS01765 WP 011675413.1 DINK I GQGE LDDSEVAETEEETTASKTKAKAKKEEKAVETEEIELELED. .. .. 387
NTDB id 269 KZH43 RS08665 WP 001085462.1 DK IGQGHE IDGEEVSEQDTENKKDE. .. .PKKEEA..VNEEVPLDLGDELEIE 385
NTDB id 228 SPD RS09265 WP 001085462.1 PINK I GQGHN] IDGEEVSEQDTENKKDE. . ..PKKEEA..VNEEVPLDLGDELEIE 385
NTDB id 194 SPR RS08825 WP 001085462.1 DElIQNer[€S IDGEEVSEQDTENKKDE. .. .PKKEEA..VNEEVPLDLGDELEIE 385
NTDB id 159 SP RS09750 WP 001085462.1 PINK I GQGH] IDGEEVSEQDTENKKDE. .. .PKKEEA. .VNEEVPLDLGDELEIE 385
NTDB id 527 SMSK321 RS11065 WP 001085454.1 PINK I GQGH] IDGEEAAE....SKKDE....VAQVDS..VNEEVTLDLGDELEIE 381
NTDB id 499 SM12261 RS08315 WP 078228268.1 DK IGQGH IDGEEIAE....SKKDE....AAQVDS..VNEEVTLDLGDELEIE 381
NTDB id 408 SMU RS09530 WP 002262392.1 2K TGQGH IEEDNTEEKQSSKEK....... ETDEK. .ADKNLVLELDDTIELE 382
NTDB id 453 Spy49 1753c ACI62003.1 QXK IGOGE LEESEEESAMAVASE. ...... E....... TDDLALDLDNGIEIE 377
NTDB id 115 BSU 16940 NP 389576.2 DNNGVVQQQAEETQEEL.EFE.E. ... ... ... . . ... 348
NTDB id 625 LCA RS02525 WP 011374196.1 SDVPEEDLPTTEDE.QI.NILPDDST..... EE............ 355
NTDB id 1313 DR RS12030 WP 010888966.1 MAATRAGNAGEAPALAPAPAAPEAAEA. . . . .. i 363
NTDB id 1245 Cj1673c YP 002345041.1 QNSMEMEGMI. . ... SGSEDDE. .GEE. . ... ... ... 343
NTDB id 1211 C694 RS00795 WP 000963128.1 SNEEI..... MPLPDEP..LEEME. . ... ... ... ... .. . . ... 347
NTDB id 1214 NCTC11637 00359 SQJ03206.1 SNEEI..... MPLPDEP. .LEEME. ... ... ... .. ... ... 347
NTDB id 1334 RAOC RS04870 WP 004918236.1 = DTiSEERERBT VISELEKBININABMEAKIAEKLQAK . . . . . e it c i 343
NTDB id 1389 A4U84 RS07560 WP 021112712.1 = GTRENGRIEGENIPIVKEMRK2\NiA BKIEE(QEWIANTLHSNPNS . . . .. VLKATASDSNDESDVEE. .FSEEEL........... 372
NTDB id 1130 NGFG RS03960 WP 003688695.1 GAJGNEIRICHERN VRV NRK|2\Io0NS BIoNED A KIRAA LN EMHT . . . . . TEGT...... QDETDGE. .RPEE. ... ......... 348
NTDB id 1124 NGFG RS03960 WP 003688695.1 GAJQNEIR[CHEIN VIR VRN KININS BN A KINHA L NEMEMHT . . . . . TEGT...... QDETDGE. .RPEE. ... ......... 348
NTDB id 1123 OK783 RS03845 WP 003688695.1  GAJGNEIRICHSRN VIRV WMRK|2\NoNiS BIoNED A KIRAA L N[EeMEMHT . . . . . TEGT...... QDETDGE. .RPEE. ... ......... 348
NTDB id 1427 RS RS02760 WP 011000510.1 = GERMSCRICGRIBCREEARINNAINEARNSENKMAEHLEMTPMG . . . . . AV.TLAEEVEED. ... ... .. .. 352
NTDB id 1165 A1552VC RS01565 WP 000344154.1 GD@NGRICGKANVACKMRKIWINIAK TEBKK@IAEMLLNPENM. . . .. QLIAETSSAADDVEFGA..VPEEF............ 354
NTDB id 1142 GTF74 RS11550 WP 000344154.1 = GDUQEER[EANVIC KISRKIANIANIAK TEBK KIWAEMLLNPENM. . . . . QLIAETSSAADDVEFGA..VPEEF............ 354
NTDB id 1205 PSJM300 05545 AFN77183.1 GSpQEeR[eIANYIA KESHEINWRNNG Q08 QHAKLLMTSAN . . . .. TKATPVAEDLADADI . ... ... .. .. 347
NTDB id 1022 ACIAD RS06390 WP 004925639.1 = GN@NEGRICN)\ VI RMRENENIS TIoNeSNA VIRIEQLLTKASD. . . .. QTAA .HDETEEEPDLL....ES.............. 349
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