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NTDB id 56738 BBR RS19940 WP 015439312.1 VYWIGAYLIEAA............ELTDKLTVFSNMVVFSSYSVQVIMSFLLMSMVFVLWPRADVSAQRVMEVLNTEPIVKNGTK 328
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NTDB id 56738 BBR RS19940 WP 015439312.1 RAADIAKTGQTGTVEFKNVSFTYPDSREAMLQDINFKAEKGQTVAFIGSTGSGKSSLINLVPRFYDVSAGQVLVDGVDVRDYDMV 413
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NTDB id 56738 BBR RS19940 WP 015439312.1 ALRDKIGYVPQRSVLFKGTVAGNISYGDKPGENDAVELADTSTSAGRKREALQLATDAANDGKLTDEQMSRVKAAADVAQASEFV 498
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