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NTDB id 1045 H0N27 RS16330 WP 168727019.1 .......MAEQQPLVLLVDDEEDLCLLMQMTLARMGIKTHLAYRVEQAKQLFTQFHYDACLTDLNLPDGSGLDLVKHVSQNYPNT 78
NTDB id 56725 AZKH RS19455 WP 015437511.1 MTQPERRNRPRGIDVLVVDDEEDIREVLELSLLRMGLACDTAGTVADARRLLDEKPYRLCLTDMRLPDGDGLELVAHIQSHIPGL 85
NTDB id 1473 PAKAF RS24000 WP 003094694.1 .........MSRQKALIVDDEPDIRELLEITLGRMKLDTRSARNVKEARELLAREPFDLCLTDMRLPDGSGLDLVQYIQQRHPQT 76
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 PIAVLTAYGNMDIAIAALKAGAFDFVSKPVNQVHLDQLLQKALNRQKVEHDTTENALENKLLIGRSLPIQQLRIAIKKIARSQAP 163
NTDB id 56725 AZKH RS19455 WP 015437511.1 PVAVITAFGSIETAIRALKCGAFDFVTKPVELKALREIVSHALNVQSAP..GLGENAGGRSLIGRSAALEQLRSQISKLARNQAP 168
NTDB id 1473 PAKAF RS24000 WP 003094694.1 PVAMITAYGSLDTAIQALKAGAFDFLTKPVDLGRLRELVATALRLRNP...EAEEAPVDNRLLGESPPMRALRNQIGKLARSQAP 158
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 VFVTGESGTGKEVVANLVHRLSNRSEGPFIAINCGAIPTELMESELFGHKKGSFTGATQDKQGLILSAHGGSLFLDEIAELPLSM 248
NTDB id 56725 AZKH RS19455 WP 015437511.1 VFILGESGTGKEVIARLIHESGPRANAPFVPVNCGAIAPELMESEFFGHRKGSFTGAVSDKDGLFQAARGGTLFLDEVADLPLAM 253
NTDB id 1473 PAKAF RS24000 WP 003094694.1 VYISGESGSGKELVARLIHEQGPRIERPFVPVNCGAIPSELMESEFFGHKKGSFTGAIEDKQGLFQAASGGTLFLDEVADLPMAM 243
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 QVKLLRAVQEKKIRPVGSDQEIDVDFRVISASHQDLDLLVRQGKFRQDLFFRIHVMDLILPPLRERGEDVLLLANHFIQKICMEW 333
NTDB id 56725 AZKH RS19455 WP 015437511.1 QVKLLRAIQERAVRPVGAHAEEPVDVRILSASHRDLGQLVAEGKFRQDLYFRINVITLRVPPLRERPEDIPELAEHILARLAERE 338
NTDB id 1473 PAKAF RS24000 WP 003094694.1 QVKLLRAIQEKAVRAVGGQQEVAVDVRILCATHKDLAAEVGAGRFRQDLYYRLNVIELRVPPLRERREDIPLLAERILKRLAGDT 328
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LERACIYATLSCDEGDADEQTIDQTGIPHPSHDLHRSPLHADPALTEPRAGALNAISSNPFASAAQS IQTQEPTGLVVAFAFPSLNQSASVGKDKLVEHPDISEDGNV
NTDB id 1045 H0N27 RS16330 WP 168727019.1 ETPPKQLTEAAETYLLQQHFPGNVRELRNMIERAITLSEDATIDISHLHPAPLRANISNPFASAAQSIQTTVAAPQAVKKLPSEG 418
NTDB id 56725 AZKH RS19455 WP 015437511.1 GGAPRRLTREASQLLAQHSFAGNVRELENLLERACALCDGDEITGPDLSLHPTEGLA............QPLVFFNASGDVHDDV 411
NTDB id 1473 PAKAF RS24000 WP 003094694.1 GLPAARLTGDAQEKLKNYRFPGNVRELENMLERAYTLCEDDQIQPHDLRLADAPGAS............QEGAASLS....EIDN 397
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NTDB id 1045 H0N27 RS16330 WP 168727019.1 LERYLENIEKDILLNALNMTHWNRTLAAKKLGMTFRSLRYRLKKFGLDTETEQEV 473
NTDB id 56725 AZKH RS19455 WP 015437511.1 AESDSDSDERALVLRMLDETRWNRSEAARRLGMTLRQLRYRLQKWGME....... 459
NTDB id 1473 PAKAF RS24000 WP 003094694.1 LEDYLEDIERKLIMQALEETRWNRTAAAQRLGLTFRSMRYRLKKLGID....... 445
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