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NTDB id 1028 TT RS08215 WP 011173991.1 EVKPDP.ETLRRLGLSEAEIQ..GARLYKGMGCERCGGTGYKGRYAIHELLVVDDEIRHAIVAGKSATEIKEIARRKGMK 863
NTDB id 1366 NTHI RS01950 WP 011271972.1 NL............................INSCDCH.QGYRGRIGVYQFLHWQQN............GY.....QTDFE 436
NTDB id 1355 HI 0298 AAC21962.1 NL............................ANSCDCH.QGYRGRIGVYQFLHWQQN............DY.....QTDFK 436
NTDB id 56689 WQG RS04715 WP 015432350.1 EG..............................CQECY.QGYKGRIGVFQLFSRVAE............QFEKSTACLDYP 438
NTDB id 1384 A4U84 RS08525 WP 010787006.1 VG..............................CDECY.QGYRGRIGVYQCLSRTAK............KFDKQTAYLDFS 434
NTDB id 1168 A1552VC RS11070 WP 000957200.1 AVRP.SALLQSQFAFQPNEI....LYEANAAGCNECT.GGYSGRVGIYEVMAFNTELAEAIMQRASIHQIERLAKANGMQ 536
NTDB id 1293 VP RS12240 WP 005479695.1 PQEH.TVQL.QHLGIQTTDN....IFRANPDGCNECT.HGYSGRTGIYEVMRFDESLSEALIKGASVHELEKLAIANGMS 535
NTDB id 1401 DSB67 RS12665 WP 010643259.1 PQEP.NSQL.QHIGIANTEQ....IFQANPDGCNECT.HGYSGRTGIYEVMKFDESLSEALIKGASVHELEKLAIANGMQ 535
NTDB id 1251 GCO85 RS07725 WP 011946523.1 VRDDFTNQGLIELGFKEADLV..NLKLYKAVGCEQCT.SGYRGRVGLFEVLPMTKELGQLIMSGGNSLDILKLAQSEGML 548
NTDB id 1018 ACIAD RS01685 WP 004920473.1 PI.QVPERSLLEMGFTPEDLAQPEFQIFEPVGCHDCR.EGYKGRVGIYEVMKITPEISKIIMEDGNALEIAATAETLGFN 544
NTDB id 1058 ABD1 RS01615 WP 001274986.1 PA.DIPKQSLLEMGFTEQDLAHPDFRVFQPVGCLECR.EGYKGRVGIYEVMKVTPEISKIIMEDGNALEIAAASEKLGFN 544
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NTDB id 1401 DSB67 RS12665 WP 010643259.1 TLQMSGIEKLKQGITSFRELQRVLYF.. 561
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